
Supplemental Figure 1 

a. 1'.2soK 52SOK $ 2SOK N 

() 
ci 105 

() () 
a, 

(J) (J) (J) 0 20.8 

(/) 200K 
�200K (J) 200K () 

104 

150K 
150K 150K 

103 

100K 100K 
100K 

SOK SOK 102 

SOK 

SOK 100K 150K 200K 250K SOK 100K 150K 200K 250K 0 102 103 104 105 

SOK 100K 150K 200K 250K 

FSC-A FSC-A SSC-A CD4 

'O 
C') 

2.24 8.11 14.8 � 105 

,rj-105 � 105 

0 

0 
0 () 

() 56.9 40.7 () 

o' 104 104 

103 103 103 

102 102 102 

55.5 

102 103 104 105 0 102 103 104 105 0 102 103 104 105 

0 CD69 
CD45 (IV) CD11a 

b. <( 2SOK 52SOK $ 2SOK <( 2SOK 

() () () () 
(J) (J) (J) (J) 
(J) 200K LL200K (J) 200K (J) 200K 

150K 150K 150K 150K 

100K 100K 100K 100K 

SOK SOK SOK SOK 

SOK 100K 150K 200K 2SOK SOK 100K 150K 200K 2SOK SOK 100K 150K 200K 250K 0 102 103 104 10 5 

FSC-A FSC-A SSC-A CD90.2 

<( 2SOK 47.9 8 10 5 5.7 41.8 
() co 105 10 5 

(J) 0 

� 
0 (J) () 42.9 200K () 

104 104 104 

150K 

103 

10 3 10' 

100K 27.5 
102 102 

SOK 

37.2 

0 102 103 104 105 

0 102 103 104 105 

0 10 2 10 3 104 10 5 0 102 10 3 104 10 5 

CD8 CD45 (IV) CD8 CD69 

Supplemental Figure 1. Gating strategy for TRM  CD4 and CD8 T cells.  For both  populations, an intravascular stain with a 
CD45 antibody was used to differentiate cells in the the lung parenchyma (CD45 IV-) and the vasculature (CD45 IV+). a) After a 
live gate and two singlet gates, CD4 T cells in the lung parenchyma were gated as CD90.2+CD4+ cells that were CD45 IV-. 
RSV-speciic CD4 T cells were identified using the CD49d+CD11ahi surrogate activation marker approach. TRM CD4 T cells 
were subsequently defined as CD69+CD103-. b) After a live gate and two singlet gates, CD8 T cells in the lung parenchyma 
were gated as CD90.2+ and CD8+ cells that were CD45 IV-. RSV-specific CD8 T cell were identified using an M282 tetramer.
TRM CD8 T cells were defined as CD69+CD103+.




