
  

Bio-informatics analysis of SsKAI2. 

A, Schematic representation of Sapium sebiferum KAI2. The SsKAI2 gene is 1,182 bp with a 153-bp 5’ 

untranslated region, a 813-bp coding region, a 216-bp 3’ untranslated region, and no introns. SsKAI2 

translated to make 270 amino acid proteins, which has  hydroxylase domain. B, Sapium sebiferum KAI2 

protein alignment with Arabidopsis and Populus KAI2 protein. The black background indicates similar and 

grey background shows a conserved sequence. 

 


