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Online Resource Fig. 1

Maximum likelihood (ML) phylogenetic tree based on ITS rDNA sequences of endophytic fungi (bold and blue) isolated from leaves of 
Mandevilla catimbauensis growing in a Brazilian tropical dry forest (Caatinga). Earliella scabrosa URM 7788 (Basidiomycota) was used 
as outgroup. Bootstrap support values above 70% are shown near nodes.
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Online Resource Fig. 1 (cont.) 

Maximum likelihood (ML) phylogenetic tree based on ITS rDNA sequences of endophytic fungi (bold and blue) isolated from leaves of 
Mandevilla catimbauensis growing in a Brazilian tropical dry forest (Caatinga). Earliella scabrosa URM 7788 (Basidiomycota) was used 
as outgroup. Bootstrap support values above 70% are shown near nodes.
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