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Supplementary Fig. 1 | Log, expression reported by Andrade et al. of 568 (50.22% of the total 1131) DEGs upregu-
lated in low parasitaemias at the end of the dry season (blue), and 216 (45.38% of the total 476) DEGs upregulated in
higher parasitaemias in malaria cases in the wet season (red), shown along the X axis according to Bozdech et al.
peak timing of transcription.
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Supplementary Fig. 2 | 3D7 P. falciparum area measured from Giemsa-stained thick smears after 6, 8, 12 and 16 h
in culture following merozoite invasion (n=9, 16, 11 and 14 parasite measured respectively) . Data indicate median
+ IQR; one-way ANOVA.



