Supplementary Table S1. The taxonomy annotations of identified gut microbial OTU in the control and CSDS mice.

OoTuU Phylum Class Order Family Genus Species

OTU700 p__ Firmicutes c_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae_ NK4A136_group s__unclassified_g__Lachnospiraceae NK4A136_group
OTU345 p_ Firmicutes c__ Clostridia o__ Clostridiales f__Clostridiaceig__Clostridium_sensu_stricto_1 s__Clostridium_sp._ND2

OTU622 p_ Firmicutes c__ Clostridia o__ Clostridiales f __Lachnospira g__unclassified_f _Lachnospiraceae s__unclassified_f _Lachnospiraceae

OTU185 p_ Firmicutes c_ Clostridia o__ Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group s__unclassified_g__norank_f__Clostridiales_vadinBB60_grol
OTU682 p_ Firmicutes c__ Clostridia o__ Clostridiales f __Lachnospira g__unclassified_f _Lachnospiraceae s__unclassified_f _Lachnospiraceae

OTU685 p_ Firmicutes c__ Clostridia o__ Clostridiales f __Lachnospira g__unclassified_f _Lachnospiraceae s__unclassified_f _Lachnospiraceae

OTU423 p__ Spirochaeta c__Spirochaete o__Spirochaetale f _Brachyspiracg__Brachyspira s__unclassified_g__ Brachyspira

OTU263 p__ Firmicutes c__ Clostridia o__Clostridiales f __Ruminococc g__Ruminococcaceae UCG-014 s__uncultured_organism_g__Ruminococcaceae UCG-014
OTU99 p_ Firmicutes c_ Clostridia o__Clostridiales f__Lachnospira g_ [Ruminococcus]_torques_group s__uncultured_bacterium_g__[Ruminococcus]_torques_grour.
OTU525 p_ Firmicutes c_ Clostridia o__Clostridiales f__Clostridiales g__norank_f__Clostridiales_vadinBB60_group s__unclassified_g__norank_f__Clostridiales_vadinBB60_gro!
OTU418 p_ Firmicutes c__ Clostridia o__Clostridiales f__Lachnospira g__Roseburia s__Lachnospiraceae_bacterium_DW52

OTU100 p_ Firmicutes c_ Clostridia o__ Clostridiales f _Ruminococc g Ruminococcaceae UCG-014 s__uncultured_bacterium_g__Ruminococcaceae_ UCG-014
OTU210 p_ Firmicutes c_ Clostridia o__ Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group s__uncultured_bacterium_g__norank_f _Clostridiales_vadinE
OTUB0 p__ Firmicutes c_ Clostridia o__ Clostridiales f Ruminococc g Ruminococcaceae UCG-013 s__unclassified_g__Ruminococcaceae UCG-013

OTU654 p_ Bacteroideti.c__ Bacteroidia o__Bacteroidalesf __Prevotellace g__unclassified_f Prevotellaceae s__unclassified_f_Prevotellaceae

OTU325 p_ Firmicutes c¢_ Negativicut o__Selenomonad f__Veillonellacrg__Quinella s__uncultured_bacterium_g__ Quinella

OTU158 p__ Firmicutes c_ Clostridia o__ Clostridiales f__Clostridiales g__norank_f__Clostridiales_vadinBB60_group s__unclassified_g__norank_f__Clostridiales_vadinBB60_gro!
OTU483 p_ Firmicutes c_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae_ NK4A136_group s__unclassified_g_Lachnospiraceae NK4A136_group
OTU131 p_ Firmicutes c_ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae_ UCG-001 s__unclassified_g__Lachnospiraceae_ UCG-001

OTU456 p_ Firmicutes c_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae_ NK4A136_group s__uncultured_bacterium_g__Lachnospiraceae. NK4A136_gr
OTU698 p_ Firmicutes c_ Clostridia o__ Clostridiales f__Ruminococc g__Anaerotruncus s__uncultured_bacterium_g__Anaerotruncus

OTU291 p_ Firmicutes c_ Clostridia o__Clostridiales f__Family_XIII g__Family_XII1_AD3011_group s__unclassified_g__Family_XII1_AD3011_group

OTU390 p_ Firmicutes c__ Clostridia o__Clostridiales f__Peptococcac g norank f Peptococcaceae s__unclassified_g__ norank f _Peptococcaceae

OTU706 p__ Proteobacte c_ Deltaproteo o__Desulfovibricf__Desulfovibrig__Bilophila s__uncultured_bacterium_g__Bilophila

OTU498 p_ Bacteroidetic__ Bacteroidia o__Bacteroidalesf _Prevotellace g Prevotellaceae UCG-003 s__unclassified_g__ Prevotellaceae UCG-003

OTU71 p_ Firmicutes c_ Clostridia o__ Clostridiales f Ruminococc g__unclassified f Ruminococcaceae s__unclassified_f Ruminococcaceae

OTU350 p_ Firmicutes c¢_ Bacilli 0__Lactobacillalef__Lactobacilla g Lactobacillus s__unclassified_g_Lactobacillus

OTU246 p_ Firmicutes c_ Clostridia o__Clostridiales f _Lachnospira g__ Roseburia s__unclassified_g_Roseburia

OTU385 p_ Tenericutes c__ Mollicutes o Mollicutes Rf norank o Ig_norank_o__Mollicutes RF9 s__unclassified_g_norank_o_ Mollicutes RF9

OTU77 p__Firmicutes c_ Clostridia o__ Clostridiales f Ruminococc g__unclassified f Ruminococcaceae s__unclassified_f Ruminococcaceae

OTU712 p_ Bacteroidetic_ Bacteroidia o Bacteroidalesf _Bacteroidale g norank _f Bacteroidales S24-7 group s__unclassified_g_norank f Bacteroidales_S24-7_group
OTU274 p_ Deferribactec__Deferribactco__Deferribacter f _Deferribacte g Mucispirillum s__unclassified_g__ Mucispirillum

OTU553 p_ Tenericutes ¢ Mollicutes o Mollicutes Rf norank_ o Ig_norank_o__Mollicutes RF9 s__uncultured_bacterium_g__norank_o__Mollicutes RF9
OTU384 p_ Firmicutes c_ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae_ NK4A136_group s__unclassified g Lachnospiraceae. NK4A136_group
OTU136 p_ Firmicutes c¢_ Clostridia o__ Clostridiales f _Lachnospira g norank_f Lachnospiraceae s__unclassified_g_ norank f__Lachnospiraceae

OTU30 p_ Bacteroidetic_ Bacteroidia o Bacteroidalesf _Rikenellacez g Rikenellaceae_ RC9_gut_group s__unclassified_g__Rikenellaceae_ RC9_gut_group
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p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__[Eubacterium]_coprostanoligenes_group
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Caproiciproducens

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__Ruminiclostridium_5

p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__Holdemanella
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__[Eubacterium]_ventriosum_group
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__unclassified_f__Ruminococcaceae
p__Firmicutes ¢__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Porphyromo g__Odoribacter

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__Anaerotruncus
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Prevotellace g__ Prevotellaceae UCG-001
p__Firmicutes ¢__ Clostridia o__ Clostridiales f__Lachnospira g__Roseburia

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f _Bacteroidace g__Bacteroides

p__unclassified ¢__unclassified o__unclassified_|f unclassified g__unclassified_k _norank
p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Adlercreutzia
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group

p__ Firmicutes ¢__ Clostridia o__Clostridiales f Ruminococc g norank_f Ruminococcaceae

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group

p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f __unclassified g__unclassified_o__ Bacteroidales
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Roseburia

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Proteobacte c__Alphaproteco__Rhodospirillaf__Rhodospirill g__norank_f__Rhodospirillaceae
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__ Firmicutes ¢ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae
p__Firmicutes ¢__ Erysipelotrio__ Erysipelotrict f__Erysipelotricg __Candidatus_Stoquefichus
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-014

p__ Proteobacte ¢ Deltaproteo o Desulfovibric f__Desulfovibrig__Desulfovibrio

p__ Firmicutes ¢ Clostridia o__ Clostridiales f Ruminococc g Ruminococcaceae UCG-014
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminococcaceae_ UCG-010
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g _norank f Bacteroidales_S24-7_group
p__ Firmicutes c¢_ Clostridia o__ Clostridiales f Ruminococc g Ruminiclostridium_9

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Family XIIl g_ [Eubacterium]_brachy group
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf __Bacteroidale g norank_f Bacteroidales_S24-7_group
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gut_metagenome_g__[Eubacterium]_coprostanoligenes_gi
unclassified_g__Caproiciproducens
unclassified_g__Ruminiclostridium_5
uncultured_bacterium_g__Holdemanella
unclassified_g__norank_f _Bacteroidales_S24-7_group
uncultured_organism_g__[Eubacterium]_ventriosum_grou
unclassified_f __Ruminococcaceae
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__ Odoribacter
unclassified_g__Anaerotruncus
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
uncultured_Bacteroidales_bacterium_g__ Prevotellaceae L
unclassified_g__ Roseburia
unclassified_f__Lachnospiraceae

Bacteroides_vulgatus ATCC_8482
unclassified_k__norank

uncultured_bacterium_g__ Adlercreutzia
uncultured_bacterium_g_ norank f Bacteroidales_S24-
unclassified_g__Lachnospiraceae_ NK4A136_group
[Clostridium]_leptum_g__norank
unclassified_g__norank _f _Clostridiales_vadinBB60_grol
uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
unclassified_o__Bacteroidales
unclassified_g__norank_f__Lachnospiraceae
unclassified_g__ Roseburia
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
gut_metagenome_g__norank f Rhodospirillaceae
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__ Candidatus_Stoquefichus
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__ Ruminococcaceae_ UCG-014
uncultured_Desulfovibrionales_bacterium_g__Desulfovibi
unclassified_g__ Ruminococcaceae_ UCG-014
unclassified_g__ Ruminococcaceae_ UCG-010
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__ Ruminiclostridium_9
uncultured_Eubacteriaceae_bacterium_g_ [Eubacterium]_
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
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p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Porphyromo g__Odoribacter
p__Actinobacte c__Actinobacte o__Coriobacteriaf _Coriobacterig__norank_f _Coriobacteriaceae

p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes

c__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
c_ Bacilli

¢__ Clostridia

0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales

f__Lachnospira g__Lachnospiraceae NK4A136_group
f__Lachnospira g__Lachnospiraceae_ NK4A136_group
f__Ruminococc g__Oscillibacter

f__Lachnospira g__Roseburia

f__Ruminococc g__Anaerotruncus

f__Family_XIIl g__[Eubacterium]_brachy_group

f_ Clostridiales g__norank_f__Clostridiales_vadinBB60_group

0__Lactobacillalef__Lactobacilla g__Lactobacillus

0__Clostridiales

f__Peptococcac g__Peptococcus

p__Tenericutes ¢ Mollicutes o__ Mollicutes Rf norank o Ig_norank_o_ Mollicutes RF9
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__Marvinbryantia

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__ Blautia

p__Bacteroidetic__ Bacteroidia o__Bacteroidales f _Rikenellacez g__Rikenella
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢__ Clostridia o__ Clostridiales f__Lachnospira g__Roseburia

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminiclostridium_5

p__Firmicutes ¢_ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae_ UCG-001
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Prevotellace g__ Prevotellaceae UCG-001
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢__unclassifiedo__unclassified_|f _unclassified g__unclassified_p__Firmicutes
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__Clostridiales f_Lachnospira g_ norank_f _Lachnospiraceae

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Ruminococc g__unclassified_f Ruminococcaceae
p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__unclassified_f__Erysipelotrichaceae
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__unclassified_f__Erysipelotrichaceae
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¢__ Clostridia

0__Clostridiales
0__Clostridiales
0__ Clostridiales
0__ Clostridiales
0__Clostridiales
0__Clostridiales
0__ Clostridiales

f__Lachnospira g__ Lachnospiraceae FCS020_group
f__Ruminococc g__Ruminiclostridium_6
f_Lachnospira g__ Lachnospiraceae NK4A136_group
f_Peptococcac g_ norank f Peptococcaceae
f_Lachnospira g__Lachnospiraceae NC2004_group
f__Lachnospira g__Marvinbryantia

f__Lachnospira g__ Roseburia

p__Actinobacte c__Actinobacte o__Coriobacteriaf __Coriobacteri g__unclassified f Coriobacteriaceae
p_ Firmicutes ¢_ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae
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unclassified_g__Odoribacter
uncultured_Coriobacteriales_bacterium
unclassified_g__Lachnospiraceae_ NK4A136_group
unclassified_g__Lachnospiraceae_ NK4A136_group
uncultured_bacterium_g__Oscillibacter
unclassified_g__Roseburia
Anaerotruncus_colihominis_DSM_17241
uncultured_bacterium_g__[Eubacterium]_brachy group
uncultured_bacterium_g__norank_f__Clostridiales_vadinE
unclassified_g__Lactobacillus
uncultured_bacterium_g__Peptococcus
unclassified_g__norank_o__Mollicutes_RF9
Clostridiales_bacterium_CIEAF_012
Ruminococcus_sp._ 5 1 39BFAA
unclassified_g__Rikenella
uncultured_bacterium_g_ norank _f Bacteroidales_S24-
unclassified_g__ Roseburia
uncultured_Clostridiales_bacterium_g__Ruminiclostridiun
unclassified_g__Lachnospiraceae_ UCG-001
unclassified_g__ Prevotellaceae_ UCG-001
unclassified_g__ norank _f Bacteroidales_S24-7 group
unclassified_p__Firmicutes
uncultured_bacterium_g__ norank_f __Lachnospiraceae
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__norank_f__Lachnospiraceae
unclassified_f__Ruminococcaceae
unclassified_f__Erysipelotrichaceae
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_f__Erysipelotrichaceae
unclassified_g__Lachnospiraceae_ FCS020_group
unclassified_g__Ruminiclostridium_6
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
unclassified_g__norank_f__Peptococcaceae
unclassified_g__Lachnospiraceae_ NC2004_group
uncultured_bacterium_g__Marvinbryantia
uncultured_bacterium_g__ Roseburia

unclassified_f Coriobacteriaceae

unclassified_f _Lachnospiraceae
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p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Prevotellace g__Prevotellaceae UCG-001
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group
p__Firmicutes c¢__ Clostridia o__Clostridiales f __Ruminococc g__Ruminococcaceae UCG-014
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Firmicutes c¢__unclassifiedo__unclassified_|f _unclassified g__unclassified_p _Firmicutes
p__Proteobacte c__Alphaproteco__Sphingomone f__Sphingomon g__Sphingomonas

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Enterorhabdus

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__unclassified_f__Ruminococcaceae
p__Proteobacte ¢ Deltaproteo o__Desulfovibric f__Desulfovibrig__Desulfovibrio
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f __Christensene g__norank_f _Christensenellaceae
p__Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-005
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f _Bacteroidace g__Bacteroides

p__Firmicutes ¢_ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae_ UCG-001
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f __unclassified g__unclassified_o__ Bacteroidales

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__ Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g__unclassified_f Ruminococcaceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Prevotellace g__ Prevotellaceae UCG-001
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Ruminococc g__Butyricicoccus
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__unclassified_f__Erysipelotrichaceae
p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Clostridialesg__norank_f _Clostridiales_vadinBB60_group
p__Firmicutes ¢_ Bacilli 0__Lactobacillalef__Lactobacilla g Lactobacillus

p__Firmicutes ¢_ Bacilli 0__Lactobacillalef__Lactobacilla g Lactobacillus

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae

p__ Proteobacte ¢ Deltaproteo o Desulfovibric f__Desulfovibrig__Desulfovibrio

p__ Bacteroidetic__ Bacteroidia o__Bacteroidalesf _Prevotellace g__unclassified f Prevotellaceae

p__ Bacteroidetic__ Bacteroidia o__Bacteroidales f _unclassified g __unclassified o Bacteroidales

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f_Clostridiaceig__Clostridium_sensu_stricto_10
p__Bacteroidetic__ Bacteroidia o__Bacteroidalesf __Porphyromo g__Odoribacter

p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf __Bacteroidale g norank_f Bacteroidales_S24-7_group
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unclassified_g__Prevotellaceae_ UCG-001
uncultured_bacterium_g__norank_f__Clostridiales_vadinE
uncultured_bacterium_g__Ruminococcaceae UCG-014
unclassified_g__Lachnospiraceae_ NK4A136_group
unclassified_p__Firmicutes
Sphingomonas_paucimobilis_g__Sphingomonas
unclassified_g__Lachnospiraceae_ NK4A136_group
Clostridium_sp._Culture-54
uncultured_bacterium_g__Enterorhabdus

unclassified_f __Ruminococcaceae
unclassified_g__Desulfovibrio
uncultured_bacterium_g_ norank f Bacteroidales_S24-
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
unclassified_f _Lachnospiraceae
uncultured_bacterium_g_ norank f Bacteroidales_S24-
uncultured_organism_g__norank f _Bacteroidales_S24-7
uncultured_bacterium_g__norank_f__Christensenellaceae
uncultured_Clostridiales_bacterium_g__Ruminococcaceae
unclassified_g__Bacteroides
unclassified_g__Lachnospiraceae_ UCG-001
uncultured_Bacteroidales_bacterium_g__ norank_f Bacte
unclassified_o__Bacteroidales

unclassified_f _Lachnospiraceae
unclassified_g__ norank _f Bacteroidales_S24-7 group
unclassified_f __Ruminococcaceae
uncultured_Bacteroidales_bacterium_g__Prevotellaceae L
unclassified_g__Butyricicoccus
unclassified_g__norank _f Bacteroidales_S24-7 group
unclassified_f__Erysipelotrichaceae
unclassified_g_ norank f Clostridiales_vadinBB60_grol
unclassified_g__Lactobacillus
unclassified_g__Lactobacillus

unclassified_f _Lachnospiraceae
uncultured_bacterium_g__ Desulfovibrio
unclassified_f__Prevotellaceae
unclassified_o__Bacteroidales
uncultured_bacterium_g__Clostridium_sensu_stricto_10
uncultured_bacterium_g__ Odoribacter
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
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p__Firmicutes c__ Clostridia o__Clostridiales f__Lachnospira g__Lachnoclostridium

p__Proteobacte c__Alphaproteco__Rhodospirillaf__Rhodospirill g__norank_f _Rhodospirillaceae
p__Firmicutes c__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Firmicutes c__ Clostridia o__Clostridiales f__Clostridiales g__norank_f__Clostridiales_vadinBB60_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Coprococcus_1

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Roseburia

p__Firmicutes c__ Clostridia o__Clostridiales f__Clostridiales g__norank_f__Clostridiales_vadinBB60_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-014
p__Firmicutes c¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f __unclassified g__unclassified_o__ Bacteroidales
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Flavobacter o__Flavobacteriaf _Flavobacterig__norank f Flavobacteriaceae

p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes

¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia

¢__ Clostridia

0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales

f__Lachnospira g__unclassified_f__Lachnospiraceae
f__Ruminococc g__Anaerotruncus

f__Ruminococc g__Anaerotruncus

f__Lachnospira g__Blautia

f__Lachnospira g__unclassified_f__Lachnospiraceae
f__Ruminococc g__Ruminiclostridium

p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Porphyromo g__Parabacteroides
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f __Porphyromo g__Butyricimonas
p__Firmicutes ¢_ Clostridia o__Clostridiales f_Lachnospira g_ norank_f _Lachnospiraceae
p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Gordonibacter

p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes

¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia

¢__ Clostridia

0__Clostridiales
0__Clostridiales
0__Clostridiales
0__ Clostridiales
0__Clostridiales
0__Clostridiales

f__Family_XIIl1 g__Family_XII1_UCG-001

f__Lachnospira g__norank_f__Lachnospiraceae

f_ Clostridiales g__norank_f__Clostridiales_vadinBB60_group
f__Lachnospira g__norank_f__Lachnospiraceae
f__Ruminococc g__Anaerotruncus

f__Ruminococc g__Ruminiclostridium_9

p__Bacteroidetic__ Bacteroidia o__Bacteroidales f __Porphyromo g Parabacteroides

p__ Bacteroidetic__ Bacteroidia o__Bacteroidalesf __Prevotellace g Paraprevotella

p__ Firmicutes ¢ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g _norank f Bacteroidales_S24-7_group
p__Tenericutes c__Mollicutes o__ Mollicutes Rf norank o Ig_norank_ o Mollicutes RF9

p__ Firmicutes c¢_ Clostridia o__ Clostridiales f__Lachnospira g__ Tyzzerella

p__Bacteroidetic__ Bacteroidia o__Bacteroidales f _Bacteroidace g Bacteroides
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unclassified_g__Lachnoclostridium
gut_metagenome_g__norank_f __Rhodospirillaceae
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__ norank_f__Clostridiales_vadinE
unclassified_g__norank_f _Bacteroidales_S24-7_group
uncultured_bacterium_g__ norank_f__Bacteroidales_S24-
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
uncultured_bacterium_g__Coprococcus_1
uncultured_bacterium_g__Roseburia
uncultured_bacterium_g__ norank_f__Clostridiales_vadinE
unclassified_g__norank_f _Bacteroidales_S24-7_group
unclassified_g__ Ruminococcaceae_ UCG-014
unclassified_g__norank_f__Lachnospiraceae
unclassified_o__Bacteroidales
uncultured_bacterium_g_ norank f Bacteroidales_S24-
gut_metagenome_g__ norank f Flavobacteriaceae
unclassified_f__Lachnospiraceae
unclassified_g__Anaerotruncus
uncultured_bacterium_g__Anaerotruncus

unclassified_g__ Blautia

unclassified_f__Lachnospiraceae
uncultured_bacterium_g__Ruminiclostridium
unclassified_g__Parabacteroides

Butyricimonas_virosa
unclassified_g__norank_f__Lachnospiraceae
uncultured_bacterium_g__Gordonibacter
uncultured_bacterium_g__ Family _XIIl_UCG-001
unclassified_g__norank_f__Lachnospiraceae
unclassified_g_ norank f Clostridiales_vadinBB60_grol
unclassified_g__norank_f__Lachnospiraceae
unclassified_g__Anaerotruncus
unclassified_g__Ruminiclostridium_9
Parabacteroides_goldsteinii
unclassified_g__Paraprevotella
unclassified_f__Lachnospiraceae
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_Erysipelotrichaceae_bacterium_g_ norank o_
uncultured_bacterium_g_ Tyzzerella

unclassified_g__ Bacteroides
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p__Firmicutes c¢__ Clostridia o__Clostridiales f __Ruminococc g__Ruminococcaceae UCG-014
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellace: g__Alistipes
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__unclassified g__unclassified_o__Bacteroidales
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Faecalibacterium
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Coprococcus_1

p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Enterorhabdus

p__Firmicutes ¢__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminiclostridium_9
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae_ UCG-001
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Actinobacte c__Actinobacte o__ Propionibacte f___Propionibaci g__Propionibacterium

p__Firmicutes c¢_ Bacilli 0__Lactobacillalef__Streptococce g Streptococcus

p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Enterorhabdus
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Actinobacte c__Actinobacte o__ Coriobacteriaf__Coriobacteri g Parvibacter

p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__norank_f__Erysipelotrichaceae

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f_Lachnospira g__unclassified f Lachnospiraceae
p__Firmicutes ¢_ Clostridia o__ Clostridiales f_Lachnospira g__unclassified f Lachnospiraceae
p__Cyanobacte ¢ __Cyanobacte o__Gastranaerop f_norank_o__ (g norank_o__Gastranaerophilales
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f _Ruminococc g__Anaerotruncus

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__ Firmicutes ¢ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-013

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Ruminococc g unclassified f Ruminococcaceae

p_ Firmicutes c¢_ Clostridia o__ Clostridiales f Lachnospira g__norank_f Lachnospiraceae
p__Proteobacte c__Alphaproteco__Rhodospirillaf__Rhodospirill g__norank_f__Rhodospirillaceae
p__Firmicutes ¢ Clostridia o__ Clostridiales f Lachnospira g__Lachnospiraceae. NK4A136_group

p__ Deferribactcc__ Deferribacttco__ Deferribacter f__Deferribacte g Mucispirillum

p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminococcaceae UCG-014
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Family XIIl g__ Anaerovorax

p__Firmicutes ¢ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae. NK4A136_group
p__Proteobacte ¢ Gammaprot o__Enterobacteri f__Enterobacter g Escherichia-Shigella
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unclassified_g__Ruminococcaceae_ UCG-014
uncultured_bacterium_g__Alistipes
unclassified o Bacteroidales
unclassified_g__Faecalibacterium
unclassified_g__norank_f _Bacteroidales_S24-7_group
unclassified_g__Coprococcus_1
uncultured_bacterium_g__ Enterorhabdus
unclassified_f__Lachnospiraceae
unclassified_g__norank_f _Bacteroidales_S24-7_group
uncultured_bacterium_g__ Ruminiclostridium_9
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
unclassified_g__Lachnospiraceae_ UCG-001
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
Propionibacterium_acnes_subsp._acnes_g__Propionibacte
Streptococcus_hyointestinalis

uncultured_bacterium_g__ Enterorhabdus
uncultured_bacterium_g_ norank f Bacteroidales_S24-
uncultured_bacterium_g__Parvibacter
unclassified_g__norank _f _Erysipelotrichaceae
unclassified_f__Lachnospiraceae
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__ norank_o__Gastranaerophilales
unclassified_g__ norank _f Bacteroidales_S24-7 group
uncultured_bacterium_g__Anaerotruncus
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
mouse_gut_metagenome_g__norank
unclassified_g__norank _f Bacteroidales_S24-7 group
uncultured_organism_g__Ruminococcaceae UCG-013
unclassified_f__Ruminococcaceae
unclassified_g__norank_f__Lachnospiraceae
gut_metagenome_g__ norank f Rhodospirillaceae
unclassified_g__Lachnospiraceae_ NK4A136_group
uncultured_bacterium_g__Mucispirillum
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__ Ruminococcaceae_ UCG-014
uncultured_bacterium_g__Anaerovorax
unclassified_g__Lachnospiraceae_ NK4A136_group
unclassified_g__Escherichia-Shigella
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p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f _Bacteroidales_S24-7_group
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Enterorhabdus

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminiclostridium_5

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__unclassified_f__Ruminococcaceae
p__Firmicutes c__ Clostridia o__Clostridiales f__Clostridiales g__norank_f__Clostridiales_vadinBB60_group
p__Firmicutes ¢__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__unclassified_f__Ruminococcaceae
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__unclassified_f__Ruminococcaceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢__ Clostridia o__Clostridiales f__Lachnospira g__[Eubacterium]_fissicatena_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Porphyromo g__Parabacteroides

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Ruminococc g__Anaerotruncus
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group
p__Tenericutes ¢ Mollicutes o__ Mollicutes Rf norank o Ig_norank o Mollicutes RF9
p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__unclassified_f__Erysipelotrichaceae
p__Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-014
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-005
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f _Prevotellace g__unclassified_f Prevotellaceae
p__Firmicutes ¢_ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae_ UCG-001
p__Firmicutes ¢__ Clostridia o__ Clostridiales f__Lachnospira g__Lachnoclostridium

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Actinobacte c__Actinobacte o__ Bifidobacteri f__Bifidobacter g__ Bifidobacterium

p__Cyanobacte ¢ Cyanobacte o__norank_c_ Cf norank ¢ (g _norank _c__Cyanobacteria
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__Coprococcus_1
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p_ Firmicutes ¢ Clostridia o__ Clostridiales f Lachnospira g norank_f Lachnospiraceae

p__ Bacteroidetic__ Bacteroidia o__Bacteroidales f _Prevotellace g Prevotellaceae UCG-003
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Tenericutes ¢c__Mollicutes o__ Mollicutes Rf norank o Ig norank o Mollicutes RF9

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Ruminococc g Ruminococcaceae NK4A214 group
p__Proteobacte ¢ Betaproteok o Burkholderia f__Alcaligenace g Parasutterella

p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g _norank f Bacteroidales_S24-7_group
p__Bacteroidetic__ Bacteroidia o__Bacteroidalesf _Bacteroidale g norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia 0__Bacteroidalesf _Bacteroidale g norank_f Bacteroidales_S24-7_group
p_ Firmicutes ¢_ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae
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uncultured_bacterium_g__norank_f__Bacteroidales_S24-
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__Enterorhabdus
uncultured_bacterium_g__Ruminiclostridium_5
unclassified_f __Ruminococcaceae
uncultured_bacterium_g__norank_f__Clostridiales_vadinE
unclassified_f __Lachnospiraceae

unclassified_f __Ruminococcaceae

unclassified_f __Ruminococcaceae
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
unclassified_g__[Eubacterium]_fissicatena_group
unclassified_g__Parabacteroides
Anaerotruncus_sp._G3_2012_
uncultured_bacterium_g_ norank f Bacteroidales_S24-
uncultured_bacterium_g__ norank_f__Clostridiales_vadinE
uncultured_bacterium_g__ norank_o__Mollicutes RF9
unclassified_f__Erysipelotrichaceae

unclassified_g__ Ruminococcaceae_ UCG-014
unclassified_f__Lachnospiraceae
uncultured_Clostridiales_bacterium_g__Ruminococcaceae
unclassified_f__Prevotellaceae
uncultured_Clostridiales_bacterium_g__Lachnospiraceae_
unclassified_g__Lachnoclostridium
unclassified_g__norank_f__Lachnospiraceae
Bifidobacterium_pseudolongum_PV8-2
unclassified_g__norank_c__Cyanobacteria
uncultured_bacterium_g__ Coprococcus_1
uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
uncultured_bacterium_g_ norank f __Lachnospiraceae
unclassified_g__ Prevotellaceae_ UCG-003
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__norank_o__Mollicutes_RF9
uncultured_bacterium_g_ Ruminococcaceae NK4A214 ¢
uncultured_bacterium_g__Parasutterella
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_f _Lachnospiraceae
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p__Firmicutes c__ Bacilli 0__Lactobacillalef__Enterococca g__Enterococcus
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidact g__Bacteroides

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Roseburia

p__Firmicutes c__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f__Lachnospiraceae
p__Cyanobacte ¢ __Cyanobacte o__Gastranaerop f_norank_o__(g__norank_o__Gastranaerophilales
p__Proteobacte c___Epsilonprot o___Campylobact f _Helicobactet g Helicobacter
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Proteobacte ¢ Deltaproteo o__Desulfovibric f__Desulfovibrig__Desulfovibrio
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellace: g__Rikenellaceae_ RC9_gut_group
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Firmicutes ¢__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Firmicutes ¢_ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae_ UCG-006

p__ Firmicutes ¢_ Clostridia o__Clostridiales f _Ruminococc g __unclassified_f Ruminococcaceae
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f _Bacteroidace g__Bacteroides
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellacez g__Alistipes

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Firmicutes c¢__ Erysipelotrio__Erysipelotrict f__Erysipelotricg__Faecalibaculum

p__Proteobacte ¢ Betaproteok o Burkholderia f__Alcaligenace g Parasutterella

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Ruminococc g__unclassified_f Ruminococcaceae
p__Firmicutes ¢_ Clostridia o__Clostridiales f_Lachnospira g_ norank_f _Lachnospiraceae

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Proteobacte ¢ Deltaproteo o__Desulfovibric f__Desulfovibrig__Desulfovibrio
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellacez g__Rikenella
p__Bacteroidetic__Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Porphyromo g__Parabacteroides
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__Firmicutes ¢__ Erysipelotrio__ Erysipelotrict f___Erysipelotricg Faecalitalea

p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Ruminococc g__Anaerotruncus

p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__Allobaculum

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Ruminococc g norank f Ruminococcaceae
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g _norank f Bacteroidales_S24-7_group
p__Bacteroidetic__ Bacteroidia o__Bacteroidalesf _Bacteroidale g norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢__ Erysipelotrio__ Erysipelotrict f __Erysipelotricg__unclassified f Erysipelotrichaceae
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf __Bacteroidale g norank_f Bacteroidales_S24-7_group
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unclassified_g__Enterococcus

Bacteroides_acidifaciens
uncultured_bacterium_g__Roseburia

unclassified_f __Lachnospiraceae
uncultured_rumen_bacterium_g__norank_o__Gastranaero
Helicobacter_mastomyrinus

unclassified_g__norank_f _Bacteroidales_S24-7_group
uncultured_bacterium_g__Desulfovibrio
uncultured_bacterium_g__ Rikenellaceae_ RC9 gut_group
uncultured_bacterium_g__ norank_f __Lachnospiraceae
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__Lachnospiraceae_ UCG-006
unclassified_f__Ruminococcaceae

unclassified_g__ Bacteroides
gut_metagenome_g__Alistipes
unclassified_g__norank _f _Clostridiales_vadinBB60_grol
Clostridium_sp._Clone-47

uncultured_bacterium_g__ Faecalibaculum
uncultured_organism_g__Parasutterella
unclassified_g__norank_f__Lachnospiraceae
unclassified_f__Ruminococcaceae
unclassified_g__norank_f__Lachnospiraceae
unclassified_f__Lachnospiraceae
unclassified_g__Desulfovibrio

Rikenella_microfusus DSM_15922
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
Parabacteroides_merdae

uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
[Eubacterium]_dolichum
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__Anaerotruncus

uncultured_bacterium_g__ Allobaculum
unclassified_g__norank_f__Ruminococcaceae
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__norank f Bacteroidales_S24-7 group
unclassified_f__Erysipelotrichaceae
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
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p__unclassified ¢__unclassified o__unclassified_|f _unclassified g__unclassified_k__norank
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellace: g__Alistipes

p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Enterorhabdus
p__Firmicutes c__ Clostridia o__Clostridiales f__unclassified_g__unclassified_o__Clostridiales
p__Firmicutes c¢__ Bacilli 0__Lactobacillalef__Lactobacilla g__Lactobacillus
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__Anaerotruncus
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__Anaerotruncus
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__ Oscillibacter

p__Proteobacte ¢ Deltaproteo o__Desulfovibric f__Desulfovibrig__Desulfovibrio

p__Firmicutes ¢_ Clostridia o__ Clostridiales f __Ruminococc g__Ruminococcus_1

p__Proteobacte ¢ Alphaproteco__Caulobactera f__Caulobacterig__ Brevundimonas

p__ Firmicutes ¢_ Clostridia o__Clostridiales f _Ruminococc g __unclassified_f Ruminococcaceae
p__Actinobacte c__Actinobacte 0__Corynebacter f __Nocardiaceag__Rhodococcus

p__ Firmicutes ¢_ Clostridia o__Clostridiales f _Ruminococc g __unclassified_f Ruminococcaceae
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f __Porphyromo g__Odoribacter

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Ruminococc g__Anaerotruncus

p__ Firmicutes ¢__ Clostridia o__Clostridiales f Ruminococc g norank_f Ruminococcaceae
p__Firmicutes c¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Proteobacte ¢ Deltaproteo o__Desulfovibric f__Desulfovibrig__Desulfovibrio

p__Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-014

p__ Firmicutes ¢_ Clostridia o__Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Clostridialesg__norank_f _Clostridiales_vadinBB60_group
p__ Firmicutes ¢__ Erysipelotrio__ Erysipelotrict f__Erysipelotricg__ Erysipelatoclostridium

p__ Bacteroidetic__ Bacteroidia o__Bacteroidales f _unclassified g __unclassified o Bacteroidales

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Ruminococc g unclassified f Ruminococcaceae

p__ Firmicutes ¢ Clostridia o__ Clostridiales f Ruminococc g__Subdoligranulum

p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminiclostridium_9

p__ Firmicutes ¢ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae
p__Firmicutes ¢_ Bacilli o_ Bacillales f_Staphylococ g__Staphylococcus

p__ Proteobacte ¢ Deltaproteo o Desulfovibric f__Desulfovibrig__Desulfovibrio

p__ Proteobacte c__Alphaproteco_ Rhodospirillaf__Rhodospirill g__norank_f Rhodospirillaceae
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unclassified_k __norank
uncultured_bacterium_g__Alistipes
uncultured_bacterium_g__Enterorhabdus
unclassified_o__Clostridiales

Lactobacillus_intestinalis
uncultured_bacterium_g__Anaerotruncus
uncultured_bacterium_g__Anaerotruncus
unclassified_g__norank_f _Lachnospiraceae
unclassified_g__norank_f _Lachnospiraceae
unclassified_g__Oscillibacter
unclassified_g__Desulfovibrio
unclassified_g__Ruminococcus_1

Brevundimonas_nasdae
unclassified_f__Ruminococcaceae
unclassified_g__Rhodococcus
unclassified_f__Ruminococcaceae
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__ Odoribacter
uncultured_bacterium_g__Anaerotruncus
unclassified_g__norank_f__Ruminococcaceae
unclassified_g__norank_f__Lachnospiraceae
uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
unclassified_g__Desulfovibrio

unclassified_g__ Ruminococcaceae_ UCG-014
uncultured_bacterium_g_ norank_f__Clostridiales_vadinE
unclassified_f__Lachnospiraceae
uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Clostridiales_vadinE
uncultured_bacterium_g__Erysipelatoclostridium
unclassified_o__Bacteroidales
unclassified_f__Ruminococcaceae
uncultured_bacterium_g__ Subdoligranulum
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_organism_g__Ruminiclostridium_9
unclassified_f__Lachnospiraceae
Staphylococcus_nepalensis

uncultured_bacterium_g__ Desulfovibrio
unclassified_g_norank_f Rhodospirillaceae
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p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__unclassified_f _Ruminococcaceae
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Coriobacteriaceae UCG-002
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢__ Clostridia o__Clostridiales f__Ruminococc g__ Oscillibacter

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__Anaerotruncus
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf__Prevotellace g__unclassified_f__Prevotellaceae
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes c¢__unclassifiedo__unclassified_|f _unclassified g__unclassified_p _Firmicutes
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Cyanobacte ¢ Cyanobacte o__Gastranaerop f_norank_o__ (g norank_o__Gastranaerophilales
c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__Allobaculum

p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes

p__Saccharibac c__Unknown_

¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia

¢__ Clostridia

0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales

f__Ruminococc g__ Ruminococcaceae_ UCG-014
f__Lachnospira g__Roseburia

f__Lachnospira g__norank_f__Lachnospiraceae
f__Ruminococc g__Ruminiclostridium
f__Ruminococc g__ Ruminococcaceae_ UCG-014
f_Clostridiaceig__Candidatus_Arthromitus
f__Ruminococc g__Ruminiclostridium
f__Ruminococc g__ Ruminococcaceae_ UCG-014

(o__Unknown_Orf__Unknown_F g__Candidatus_Saccharimonas

p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g norank_f Bacteroidales_S24-7_group
p__Tenericutes ¢ Mollicutes o__ Mollicutes Rf norank o Ig_norank_o__ Mollicutes RF9
p__Proteobacte ¢ Deltaproteo o__Desulfovibric f__Desulfovibrig__Desulfovibrio

p__Tenericutes c__Mollicutes o__Anaeroplasm f__Anaeroplasng__Anaeroplasma

p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes

¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia

¢__ Clostridia

0__Clostridiales
0__ Clostridiales
0__Clostridiales
0__Clostridiales
0__ Clostridiales
0__ Clostridiales

f__Ruminococc g_ Ruminococcaceae UCG-010
f__Lachnospira g__norank_f__Lachnospiraceae

f _Lachnospira g__ Roseburia

f__Lachnospira g__unclassified_f__Lachnospiraceae
f__Lachnospira g__norank_f__Lachnospiraceae
f__Lachnospira g__ Roseburia

p__Bacteroidetic__ Bacteroidia 0 Bacteroidales f _Rikenellace: g__Alistipes

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Oscillibacter

p__ Firmicutes c¢_ Clostridia o__ Clostridiales f _Lachnospira g__norank_f _Lachnospiraceae
p__Tenericutes c__Mollicutes o__ Mollicutes Rf norank o Ig norank o Mollicutes RF9
p__ Proteobacte c__Alphaproteco_ Rhodospirillaf__Rhodospirill g__norank_f Rhodospirillaceae
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unclassified_f__Lachnospiraceae
unclassified f Ruminococcaceae
unclassified_g__norank_f _Lachnospiraceae
uncultured_bacterium_g__Coriobacteriaceae_ UCG-002
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
uncultured_bacterium_g__Oscillibacter
uncultured_bacterium_g__Anaerotruncus
unclassified_f__Prevotellaceae
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
unclassified_p__Firmicutes
unclassified_g__norank _f Bacteroidales_S24-7 group
unclassified_g__Lachnospiraceae_ NK4A136_group
uncultured_bacterium_g__ norank_o__Gastranaerophilales
uncultured_bacterium_g__Allobaculum

unclassified_g__ Ruminococcaceae_ UCG-014
uncultured_bacterium_g__ Roseburia
unclassified_g__norank_f__Lachnospiraceae
unclassified_g__ Ruminiclostridium

unclassified_g__ Ruminococcaceae_ UCG-014
Candidatus_Arthromitus_sp._SFB-mouse-Japan
uncultured_bacterium_g__Ruminiclostridium
unclassified_g__ Ruminococcaceae_ UCG-014
uncultured_bacterium_g__ Candidatus_Saccharimonas
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
uncultured_bacterium_g__ norank_o__Mollicutes RF9
Desulfovibrio_sp._ UNSW3caefatS
unclassified_g__Anaeroplasma

uncultured_bacterium_g_ Ruminococcaceae UCG-010
uncultured_bacterium_g_ norank f _Lachnospiraceae
unclassified_g__ Roseburia
unclassified_f__Lachnospiraceae
unclassified_g__norank_f__Lachnospiraceae
unclassified_g__ Roseburia
uncultured_bacterium_g__Alistipes
[Clostridium]_leptum_g__ Oscillibacter
Lachnospiraceae_bacterium_DW12

unclassified_g_ norank_o__Mollicutes RF9
uncultured_rumen_bacterium_g__norank f Rhodospirill
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0oTu141
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OTUBS5

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__Anaerotruncus

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__unclassified g__unclassified_o__Bacteroidales
p__Firmicutes ¢__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Firmicutes c__ Clostridia o__Clostridiales f__Lachnospira g__Blautia

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminococcaceae UCG-014
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__Ruminococcaceae NK4A214 group
p__Proteobacte ¢ Deltaproteo o__Desulfovibric f__Desulfovibrig__Desulfovibrio

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes c__ Clostridia o__Clostridiales f__Clostridiales g__norank_f__Clostridiales_vadinBB60_group
p__Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-013
p__Cyanobacte ¢ Cyanobacte o__Gastranaerop f_norank_o__ (g norank_o__Gastranaerophilales
p__Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-005
p__Proteobacte ¢ Gammaprot o__Aeromonadal f__Succinivibriig__Anaerobiospirillum

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Ruminococc g__ Oscillibacter

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Ruminococc g__Butyricicoccus

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Enterorhabdus

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellacez g__Alistipes
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellacez g__Alistipes

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Ruminococc g__Ruminiclostridium_9

p__Actinobacte c__Actinobacte o__ Bifidobacteri f__Bifidobacter g__ Bifidobacterium

p__Proteobacte ¢ Epsilonprot o Campylobact f _Helicobactei g Helicobacter
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__ Firmicutes ¢ Clostridia o__ Clostridiales f _Ruminococc g__Anaerotruncus

p__ Firmicutes c¢_ Clostridia o__ Clostridiales f _Christensene g__Christensenellaceae_R-7_group

p_ Firmicutes c¢_ Clostridia o__ Clostridiales f Lachnospira g__norank_f Lachnospiraceae

p__ Firmicutes ¢ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Ruminococc g__Anaerotruncus

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Ruminococcg_norank _f Ruminococcaceae
p__ Bacteroidetic__ Bacteroidia o__Bacteroidalesf _Porphyromo g__Butyricimonas

p__Firmicutes ¢ Clostridia o__ Clostridiales f Lachnospira g__Lachnospiraceae. NK4A136_group
p__Firmicutes c¢_ Clostridia o__ Clostridiales f _Ruminococc g__Anaerotruncus

p__Proteobacte ¢ Epsilonprot o Campylobact f _Helicobactei g Helicobacter

p__ Proteobacte c__Alphaproteco_ Rhodospirillaf__Rhodospirill g__norank_f Rhodospirillaceae
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uncultured_bacterium_g__Anaerotruncus
Clostridium_sp._Culture-27
unclassified o Bacteroidales

unclassified_f __Lachnospiraceae
Blautia_coccoides_g__ Blautia
[Clostridium]_papyrosolvens_g__Ruminococcaceae_ UCG
unclassified_g___Ruminococcaceae_ NK4A214 group
unclassified_g__Desulfovibrio
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
uncultured_bacterium_g__ norank_f__Clostridiales_vadinE
unclassified_g__ Ruminococcaceae_ UCG-013
uncultured_bacterium_g__ norank_o__Gastranaerophilales
uncultured_Clostridiales_bacterium_g__Ruminococcaceae
unclassified_g__Anaerobiospirillum
unclassified_g__Oscillibacter
unclassified_g__Butyricicoccus

uncultured_bacterium_g__ norank_f__Clostridiales_vadinE
uncultured_bacterium_g_ norank _f Bacteroidales_S24-
Enterorhabdus_mucosicola
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
uncultured_bacterium_g__ Alistipes
uncultured_bacterium_g__ Alistipes
unclassified_g__Ruminiclostridium_9
Bifidobacterium_pseudocatenulatum_DSM_20438 JCM
Helicobacter_ganmani
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__norank _f Bacteroidales_S24-7 group
uncultured_bacterium_g__Anaerotruncus
unclassified_g__Christensenellaceae_R-7_group
unclassified_g__norank_f__Lachnospiraceae
unclassified_f__Lachnospiraceae
unclassified_g__Anaerotruncus
[Clostridium]_leptum_g__norank
unclassified_g__Butyricimonas
uncultured_Clostridiales_bacterium_g__Lachnospiraceae_
unclassified_g__Anaerotruncus
unclassified_g__Helicobacter
gut_metagenome_g__norank f Rhodospirillaceae
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p__Firmicutes c__ Erysipelotri o__Erysipelotrict f__Erysipelotricg__norank_f _Erysipelotrichaceae
p__Tenericutes c__Mollicutes o__Mollicutes Rf norank_o__Ig_norank_o__ Mollicutes RF9
p__Firmicutes c__ Clostridia o__Clostridiales f__Lachnospira g__ Blautia

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminiclostridium_6

p__Spirochaeta c__Spirochaete 0__Spirochaetale f__Spirochaetacg__ Treponema_2

p__Firmicutes c¢_ Bacilli 0__Lactobacillalef__Lactobacilla g__Lactobacillus
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellace: g__Alistipes

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Prevotellace g__Prevotellaceae UCG-001
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢__ Clostridia o__ Clostridiales f__Ruminococc g__Anaerotruncus
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f _Ruminococc g__Ruminococcus_1
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f__Rikenellacez g__Rikenella

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Ruminococc g__Butyricicoccus

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Firmicutes ¢__ Clostridia o__ Clostridiales f__Lachnospira g__Roseburia
p__Bacteroidetic__Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__ Firmicutes ¢_ Clostridia o__ Clostridiales f_Lachnospira g__unclassified f Lachnospiraceae

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group

p__Proteobacte c__Alphaproteco__Rhodospirillaf__Rhodospirill g__norank_f__Rhodospirillaceae
p__Tenericutes ¢c__Mollicutes o__ Mollicutes Rf norank o Ig_norank o Mollicutes RF9
p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__unclassified_f__Erysipelotrichaceae
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Clostridialesg__norank_f _Clostridiales_vadinBB60_group

p__ Bacteroidetic__Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Bacteroidetic__Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Bacteroidetic__ Bacteroidia o__Bacteroidales f _unclassified g _unclassified o Bacteroidales

p__ Proteobacte ¢ Epsilonprot o Campylobact f _Helicobactei g Helicobacter

p__Bacteroidetic__ Bacteroidia o__Bacteroidales f _Rikenellace: g__Alistipes
p__Bacteroidetic__Bacteroidia 0__Bacteroidalesf _Bacteroidale g norank_f Bacteroidales_S24-7_group
p__ Firmicutes c¢_ Clostridia o__ Clostridiales f __Lachnospira g__norank_f _Lachnospiraceae
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uncultured_Erysipelotrichales_bacterium_g__norank
unclassified_g__norank_o__Mollicutes_RF9
unclassified_g__Blautia
uncultured_bacterium_g__Ruminiclostridium_6
unclassified_g__Treponema_2

Lactobacillus_johnsonii
Faecalibacterium_prausnitzii_g__Alistipes
uncultured_bacterium_g__norank_f __Lachnospiraceae
uncultured_Bacteroidales_bacterium_g__ Prevotellaceae L
Lachnospiraceae_bacterium_DWS8
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
unclassified_g__Anaerotruncus
unclassified_g__norank _f Bacteroidales_S24-7 group
unclassified_g__Ruminococcus_1
uncultured_bacterium_g_ norank f Bacteroidales_S24-
uncultured_bacterium_g__Rikenella
unclassified_g__Butyricicoccus
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
uncultured_bacterium_g__ Roseburia
uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
unclassified_f__Lachnospiraceae
unclassified_g__norank _f _Clostridiales_vadinBB60_grol
gut_metagenome_g__norank_f Rhodospirillaceae
uncultured_bacterium_g__ norank_o__Mollicutes RF9
unclassified_f__Erysipelotrichaceae
uncultured_bacterium_g__ norank_f __Lachnospiraceae
unclassified_g__ norank_f _Lachnospiraceae
uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
unclassified_g_ norank f Clostridiales_vadinBB60_grol
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_o__Bacteroidales

Helicobacter_bilis

Alistipes_indistinctus_YIT_12060
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
unclassified_g_ norank_f _Lachnospiraceae
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p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes

c__ Clostridia
c__ Clostridia
c__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
c__Clostridia

0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales

f_Clostridialesg__norank_f__Clostridiales_vadinBB60_group

f__Lachnospira g__unclassified_f__Lachnospiraceae

f__Clostridialesg__norank_f__Clostridiales_vadinBB60_group

f__Lachnospira g__Lachnospiraceae_ UCG-006
f__Lachnospira g__unclassified_f__Lachnospiraceae
f__Lachnospira g__Lachnospiraceae_ NK4A136_group
f__Ruminococc g__Ruminococcaceae_ UCG-014

p__Actinobacte c__Actinobacte o__Bifidobacteri: f__Bifidobacter g__Bifidobacterium

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminococcaceae UCG-014
p__unclassified ¢__unclassified o__unclassified_|f _unclassified g__unclassified_k__norank

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminococcaceae_ UCG-010
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _ Prevotellace g__ Prevotellaceae UCG-003

p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes
p__Firmicutes

¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia
¢__ Clostridia

¢__ Clostridia
¢__ Clostridia

0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales
0__Clostridiales

f__Ruminococc g___Ruminococcaceae_ UCG-014
f__Lachnospira g__unclassified_f__Lachnospiraceae
f__Lachnospira g__unclassified_f__Lachnospiraceae
f__Lachnospira g__[Eubacterium]_xylanophilum_group
f__Ruminococc g__ Ruminococcaceae_ UCG-014
f__Family_XIIl g__[Eubacterium]_nodatum_group
f__Ruminococc g_ Ruminococcaceae UCG-013
f__Ruminococc g__ Ruminococcus_1

p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Firmicutes ¢__ Clostridia o__ Clostridiales f__Lachnospira g__Eisenbergiella

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae_ UCG-010
p__Firmicutes ¢_ Clostridia o__ Clostridiales f_Lachnospira g__unclassified f Lachnospiraceae
p__Proteobacte c__Alphaproteco__Rhodospirillaf__Rhodospirill g__norank_f__Rhodospirillaceae

p_ Firmicutes c¢_ Clostridia o__ Clostridiales f Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Ruminococc g Oscillibacter

p_ Firmicutes c¢_ Clostridia o__ Clostridiales f Lachnospira g__norank_f _Lachnospiraceae

p_ Firmicutes c¢_ Clostridia o__ Clostridiales f Lachnospira g__norank_f Lachnospiraceae

p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Firmicutes ¢ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Clostridialesg__norank_f _Clostridiales_vadinBB60_group

p__Actinobacte c__Actinobacte o__Coriobacteriaf __Coriobacteri g__unclassified f Coriobacteriaceae
p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Lachnospira g__Lachnospiraceae_ UCG-001
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unclassified_g__norank_f __Clostridiales_vadinBB60_grol
unclassified_f__Lachnospiraceae
unclassified_g__norank_f __Clostridiales_vadinBB60_grol
uncultured_bacterium_g__Lachnospiraceae_ UCG-006
unclassified_f__Lachnospiraceae
unclassified_g__Lachnospiraceae_ NK4A136_group
unclassified_g___Ruminococcaceae_ UCG-014
unclassified_g__Bifidobacterium
uncultured_bacterium_g__Ruminococcaceae UCG-014
unclassified_k__norank
uncultured_organism_g__Ruminococcaceae_ UCG-010
uncultured_bacterium_g_ norank f Bacteroidales_S24-
unclassified_g__Prevotellaceae_ UCG-003
unclassified_g__ Ruminococcaceae_ UCG-014
unclassified_f__Lachnospiraceae
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__[Eubacterium]_xylanophilum_g
unclassified_g__ Ruminococcaceae_ UCG-014
unclassified_g__ [Eubacterium]_nodatum_group
unclassified_g__ Ruminococcaceae_ UCG-013
unclassified_g__Ruminococcus_1
uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__Lachnospiraceae_ NK4A136_group
unclassified_g__Eisenbergiella
uncultured_bacterium_g__Lachnospiraceae_ UCG-010
unclassified_f__Lachnospiraceae
gut_metagenome_g__ norank f Rhodospirillaceae
unclassified_g__norank_f__Lachnospiraceae
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__Oscillibacter
uncultured_bacterium_g_ norank f _Lachnospiraceae
unclassified_g__norank_f__Lachnospiraceae
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_f__Lachnospiraceae
uncultured_Clostridiales_bacterium_g__ norank f_Clostr
unclassified_f Coriobacteriaceae
uncultured_bacterium_g__Lachnospiraceae_ UCG-001
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p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellace: g__Alistipes
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f _Bacteroidales_S24-7_group
p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__unclassified_f _Coriobacteriaceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group

p__Firmicutes c__ Clostridia o__Clostridiales f__Clostridiales g__norank_f__Clostridiales_vadinBB60_group

p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Prevotellace g__Prevotellaceae UCG-003
p__Firmicutes c¢__ Bacilli o__Lactobacillalef__Streptococce g Streptococcus

p__Tenericutes c__Mollicutes o__Mycoplasmat f __Mycoplasme g__Mycoplasma

p__Tenericutes c__Mollicutes o__Mollicutes_Rf_norank_o__1g__ norank_o__Mollicutes_RF9
p__Firmicutes c__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f__Lachnospiraceae
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Coprococcus_1

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__[Eubacterium]_xylanophilum_group
p__Cyanobacte ¢ Cyanobacte o__Gastranaerop f_norank_o__ (g norank_o__Gastranaerophilales
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Tenericutes ¢ Mollicutes o__ Mollicutes Rf norank o Ig_norank_o_ Mollicutes RF9
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Firmicutes ¢_ Clostridia o__Clostridiales f _Ruminococc g__Ruminiclostridium
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢__ Clostridia o__ Clostridiales f__Ruminococc g__Anaerotruncus

p__Firmicutes c¢_ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellacez g__Alistipes
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Porphyromo g__Parabacteroides

p__Proteobacte ¢ Betaproteok 0 Neisseriales f_Neisseriaceag__unclassified_f Neisseriaceae
p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__Allobaculum

p__Firmicutes ¢_ Clostridia o__ Clostridiales f _Lachnospira g__Lachnospiraceae_ UCG-001
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminococcaceae_ UCG-005
p__Tenericutes ¢ Mollicutes o__ Mollicutes Rf norank o Ig_norank o Mollicutes RF9
p__Cyanobacte ¢ Cyanobacte 0__Gastranaerop f _norank o (g _norank_o__Gastranaerophilales
p__Firmicutes ¢_ Bacilli 0__Lactobacillalef__Lactobacilla g Lactobacillus

p__ Bacteroidetic__ Bacteroidia o__Bacteroidalesf _Prevotellace g Prevotellaceae UCG-001

p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Bacteroidetic__ Bacteroidia o__Bacteroidales f _unclassified g __unclassified o Bacteroidales

p_ Firmicutes c¢_ Clostridia o__ Clostridiales f Lachnospira g__norank_f Lachnospiraceae

p__ Bacteroidetic__ Bacteroidia o__Bacteroidales f _Bacteroidace g Bacteroides

p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g _norank f Bacteroidales_S24-7_group
p__Tenericutes c__Mollicutes o__ Mollicutes Rf norank o Ig_norank_ o Mollicutes RF9

p__ Bacteroidetic__ Bacteroidia o__Bacteroidalesf _Prevotellace g__unclassified f Prevotellaceae
p__Firmicutes ¢_ Bacilli 0__Lactobacillalef__Streptococce g Streptococcus
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gut_metagenome_g__Alistipes
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
unclassified_f _Coriobacteriaceae
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
unclassified_g__norank_f __Clostridiales_vadinBB60_grol
unclassified_g__Prevotellaceae_ UCG-003
unclassified_g__Streptococcus

Mycoplasma_sualvi
unclassified_g__norank_o__Mollicutes_RF9
unclassified_f __Lachnospiraceae
unclassified_g__Coprococcus_1
uncultured_bacterium_g__[Eubacterium]_xylanophilum_g
unclassified_g__norank_o__Gastranaerophilales
uncultured_bacterium_g_ norank f Bacteroidales_S24-
uncultured_bacterium_g__ norank_o__Mollicutes RF9
uncultured_bacterium_g_ norank _f Bacteroidales_S24-
unclassified_f__Lachnospiraceae

unclassified_g__ Ruminiclostridium
uncultured_bacterium_g_ norank _f Bacteroidales_S24-
uncultured_bacterium_g__Anaerotruncus
unclassified_g__norank_f__Lachnospiraceae
unclassified_g__Alistipes
unclassified_g__Parabacteroides
unclassified_f__Neisseriaceae
uncultured_bacterium_g__Allobaculum
unclassified_g__Lachnospiraceae_ UCG-001
uncultured_bacterium_g__ Ruminococcaceae UCG-005
uncultured_Erysipelotrichaceae_bacterium_g_ norank o_
unclassified_g__norank_o__Gastranaerophilales
unclassified_g__Lactobacillus
uncultured_Bacteroidales_bacterium_g__Prevotellaceae L
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_o__Bacteroidales
unclassified_g__norank_f__Lachnospiraceae
Bacteroides_acidifaciens
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__ norank_o__Mollicutes RF9
unclassified_f__Prevotellaceae

Streptococcus_sp._ HTS9
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p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__Anaerotruncus
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f _Bacteroidales_S24-7_group
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__[Eubacterium]_xylanophilum_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidact g__Bacteroides
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Prevotellace g__Prevotellaceae UCG-001
p__Actinobacte c__Actinobacte o__Coriobacteriaf__Coriobacteri g__unclassified_f__Coriobacteriaceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__Ruminococcaceae UCG-014
p__Firmicutes c__Clostridia o__Clostridiales f__Lachnospira g__Tyzzerella_3

p__Firmicutes ¢__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Enterorhabdus

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Ruminococc g Ruminiclostridium_9

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _ Prevotellace g__ Prevotellaceae UCG-003
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Lachnospira g__Coprococcus_1

p__ Firmicutes ¢_ Clostridia o__Clostridiales f _Ruminococc g __unclassified_f Ruminococcaceae

p__Firmicutes ¢_ Clostridia o__Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group

p__Firmicutes c__Negativicut o__Selenomonad f__Veillonellacig__Veillonella

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Ruminococc g__unclassified_f Ruminococcaceae
p__Proteobacte ¢ Betaproteok o Burkholderia f__Alcaligenace g Parasutterella
p__Bacteroidetic__Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Firmicutes c¢__ Erysipelotrio__ Erysipelotrict f__Erysipelotricg__Erysipelatoclostridium

p__Proteobacte ¢ Epsilonprot o Campylobact f _Helicobactei g Helicobacter
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Tenericutes c__Mollicutes o__Anaeroplasm f__Anaeroplasng__Anaeroplasma

p__Bacteroidetic__ Bacteroidia o__Bacteroidalesf __Porphyromo g__ Parabacteroides

p__Firmicutes ¢_ Bacilli 0__Lactobacillalef__Lactobacilla g Lactobacillus

p_ Firmicutes ¢_ Clostridia o__ Clostridiales f Ruminococc g __unclassified f Ruminococcaceae

p__ Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-014

p__ Bacteroidetic__ Bacteroidia o__Bacteroidales f _unclassified g __unclassified o Bacteroidales
p__Verrucomic c__Verrucomic o__Verrucomicrcf__Verrucomict g__Akkermansia

p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__Deferribactcc__Deferribactco__Deferribacter f__Deferribacte g__Mucispirillum

p__Firmicutes ¢_ Bacilli o__Lactobacillalef__Streptococce g Streptococcus

p_ Firmicutes ¢_ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae

p__ Firmicutes c¢_ Clostridia o__ Clostridiales f __Lachnospira g__norank_f _Lachnospiraceae
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uncultured_bacterium_g__Anaerotruncus
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
uncultured_bacterium_g__[Eubacterium]_xylanophilum_g
unclassified_g__Bacteroides
unclassified_g__Prevotellaceae_ UCG-001

unclassified_f _Coriobacteriaceae
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
uncultured_bacterium_g__Ruminococcaceae UCG-014
uncultured_rumen_bacterium_g_ Tyzzerella_3
unclassified_f __Lachnospiraceae
uncultured_bacterium_g__ Enterorhabdus
uncultured_bacterium_g__Ruminiclostridium_9
uncultured_Clostridiales_bacterium_g__Lachnospiraceae_
uncultured_bacterium_g_ norank f Bacteroidales_S24-
uncultured_bacterium_g__Prevotellaceae UCG-003
Lachnospiraceae_bacterium_COE1

unclassified_g__ Coprococcus_1
unclassified_f__Ruminococcaceae
uncultured_bacterium_g_ norank_f__Clostridiales_vadinE
unclassified_g__Veillonella
unclassified_f__Ruminococcaceae
Sutterellaceae_bacterium_YL45

uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__Erysipelatoclostridium
Helicobacter_hepaticus
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g__Anaeroplasma
unclassified_g__Parabacteroides

Lactobacillus_ruminis

unclassified_f__Ruminococcaceae

unclassified_g__ Ruminococcaceae_ UCG-014
unclassified_o__Bacteroidales

Akkermansia_muciniphila
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
Mucispirillum_schaedleri

Streptococcus_danieliae

unclassified_f _Lachnospiraceae
unclassified_g_ norank_f _Lachnospiraceae
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p__Tenericutes c__Mollicutes o__Mollicutes Rf norank_o_ Ig_norank_o__ Mollicutes RF9
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Prevotellace g__Prevotellaceae UCG-001
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Prevotellace g__Prevotellaceae UCG-001
p__Firmicutes c¢__ Clostridia o__ Clostridiales f__Lachnospira g__Roseburia

p__Actinobacte c__Actinobacte o__Coriobacteriaf__Coriobacteri g__unclassified_f__Coriobacteriaceae
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Ruminococc g__Anaerotruncus

p__Firmicutes c__ Clostridia o__Clostridiales f__Ruminococc g__norank_f__Ruminococcaceae
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f _Bacteroidace g__Bacteroides

p__Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-014
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Prevotellace g__Alloprevotella

p__Proteobacte c__Alphaproteco__Rhodospirillaf__Rhodospirill g__norank_f__Rhodospirillaceae
p__Actinobacte c__Actinobacte 0__Coriobacteriaf__Coriobacteri g__Senegalimassilia
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Tenericutes ¢ Mollicutes o__ Mollicutes Rf norank o Ig_norank_o__ Mollicutes RF9
p__Bacteroidetic__ Bacteroidia o__Bacteroidales f _Bacteroidaceg__Bacteroides
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Cyanobacte ¢ __Cyanobacte o__Gastranaerop f_norank_o__ (g norank_o__Gastranaerophilales
p__Firmicutes ¢_ Clostridia o__ Clostridiales f_Lachnospira g__unclassified f Lachnospiraceae
p__Cyanobacte ¢ __Cyanobacte o__Gastranaerop f_norank_o__ (g norank_o__Gastranaerophilales
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__ Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-014
p__Firmicutes ¢ Clostridia o__ Clostridiales f Lachnospira g__Lachnospiraceae. NK4A136_group

p__ Bacteroidetic__ Bacteroidia o__Bacteroidalesf _Rikenellacez g Rikenellaceae_ RC9_gut group

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Family XII1g_ Family XIII_AD3011 group

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae

p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__ Bacteroidetic__ Bacteroidia 0__Bacteroidalesf _Bacteroidale g__norank f Bacteroidales_S24-7_group
p__Cyanobacte ¢ Cyanobacte 0__Gastranaerop f _norank o (g _norank_o__ Gastranaerophilales

p__ Firmicutes c¢_ Clostridia o__ Clostridiales f Ruminococc g Ruminiclostridium_5

p__ Firmicutes ¢__ Negativicut o__Selenomonad f__ Veillonellacig__ Veillonella

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f__Clostridialesg__norank_f _Clostridiales_vadinBB60_group
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uncultured_bacterium_g__norank_o__Mollicutes_RF9
uncultured_Bacteroidales_bacterium_g__Prevotellaceae L
uncultured_Bacteroidales_bacterium_g__Prevotellaceae L
Clostridium_sp._Clone-44

unclassified_f _Coriobacteriaceae
uncultured_bacterium_g__norank_f __Lachnospiraceae
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
uncultured_Barnesiella_sp._g__norank
uncultured_bacterium_g__Anaerotruncus
[Clostridium]_leptum_g__norank

Bacteroides_plebeius

unclassified_g__ Ruminococcaceae_ UCG-014
uncultured_bacterium_g_ norank f Bacteroidales_S24-
uncultured_Bacteroidales_bacterium_g__Alloprevotella
gut_metagenome_g__norank_f Rhodospirillaceae
unclassified_g__Senegalimassilia
uncultured_bacterium_g_ norank f Bacteroidales_S24-
unclassified_f__Lachnospiraceae
uncultured_Firmicutes_bacterium_g__norank_o__Mollicu
unclassified_g__Bacteroides
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
unclassified_g__Lachnospiraceae_ NK4A136_group
uncultured_bacterium_g__ norank_o__Gastranaerophilales
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__ norank_o__Gastranaerophilales
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
unclassified_g__norank _f Bacteroidales_S24-7 group
unclassified_g__ Ruminococcaceae_ UCG-014
unclassified_g__Lachnospiraceae_ NK4A136_group
unclassified_g__ Rikenellaceae RC9 gut_group
unclassified_g__Family_XII11_AD3011_group
unclassified_f__Lachnospiraceae
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank f_Bacteroidales_S24-
uncultured_bacterium_g_ norank_o__Gastranaerophilales
uncultured_bacterium_g__ Ruminiclostridium_5
unclassified_g__ Veillonella
unclassified_g__norank _f _Clostridiales_vadinBB60_grol
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p__Firmicutes c__ Clostridia o__Clostridiales f _Ruminococc g__norank_f Ruminococcaceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Rikenellace: g__Alistipes

p__Tenericutes c__Mollicutes o__Mollicutes Rf norank_o_ Ig_norank_o__ Mollicutes RF9
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Tenericutes c__Mollicutes o__Mollicutes_Rf_norank_o__1g_ norank_o__Mollicutes_RF9
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Tenericutes c__Mollicutes o__Mollicutes_Rf_norank_o__1g_ norank_o__Mollicutes_RF9
p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__norank_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Bacteroidetic__Bacteroidia o__Bacteroidales f __Prevotellace g__Prevotellaceae UCG-003
p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__Erysipelatoclostridium

p__Firmicutes c¢_ Bacilli 0__Lactobacillalef__Streptococci: g Lactococcus

p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Ruminococc g__Ruminiclostridium_6

p__Tenericutes ¢ Mollicutes o__ Mollicutes Rf norank o Ig_norank_o__ Mollicutes RF9
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Ruminococc g__Anaerotruncus

p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Enterorhabdus

p__ Firmicutes ¢_ Clostridia o__Clostridiales f _Ruminococc g __unclassified_f Ruminococcaceae
p__Cyanobacte ¢ Cyanobacte o__Gastranaerop f_norank_o__ (g norank_o__Gastranaerophilales

p__ Firmicutes ¢_ Clostridia o__Clostridiales f _Family XIIl1g__ Family XIII_AD3011 group
p__Firmicutes ¢_ Clostridia o__Clostridiales f__Family XIIl1 g__ [Eubacterium]_brachy group
p__Firmicutes ¢_ Clostridia o__Clostridiales f Ruminococc g Ruminococcaceae UCG-009
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Firmicutes c__Erysipelotri o__Erysipelotrict f__Erysipelotricg__unclassified_f__Erysipelotrichaceae
p__Firmicutes ¢_ Clostridia o__Clostridiales f_Lachnospira g_ norank_f _Lachnospiraceae

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Ruminococc g__unclassified_f Ruminococcaceae
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__unclassified f Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidalesf _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Clostridialesg__norank_f _Clostridiales_vadinBB60_group
p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Clostridialesg__norank_f _Clostridiales_vadinBB60_group
p__ Firmicutes ¢ Clostridia o__ Clostridiales f _Lachnospira g__Acetatifactor

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f _Lachnospira g__Roseburia

p__Actinobacte c__Actinobacte o Coriobacteria f __Coriobacteri g__Enterorhabdus

p__ Firmicutes ¢_ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae

p__ Bacteroidetic__ Bacteroidia o__Bacteroidalesf _Rikenellacez g Rikenellaceae_ RC9_gut group

p__ Firmicutes ¢ Clostridia o__ Clostridiales f _Lachnospira g__Acetatifactor

p_ Firmicutes ¢_ Clostridia o__ Clostridiales f Lachnospira g__unclassified f Lachnospiraceae
p__Firmicutes c¢_ Clostridia o__ Clostridiales f _Ruminococc g__Anaerotruncus

p__Bacteroidetic__ Bacteroidia 0__Bacteroidalesf __Bacteroidale g norank_f Bacteroidales_S24-7_group

S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S
S

unclassified_g__norank_f _Ruminococcaceae
uncultured_bacterium_g__Alistipes
uncultured_bacterium_g__norank_o__Mollicutes_RF9
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
uncultured_bacterium_g__ norank_o__Mollicutes_RF9
uncultured_Bacteroidales_bacterium_g__norank_f Bacte
unclassified_g__norank_o__Mollicutes_RF9
unclassified_g__norank_f _Lachnospiraceae
uncultured_bacterium_g__ norank_f__Bacteroidales_S24-
uncultured_bacterium_g__Prevotellaceae UCG-003
unclassified_g__Erysipelatoclostridium
uncultured_bacterium_g__Lactococcus
uncultured_bacterium_g__Ruminiclostridium_6
uncultured_bacterium_g__ norank_o__Mollicutes RF9
uncultured_bacterium_g_ norank f Bacteroidales_S24-
[Clostridium]_leptum_g__Anaerotruncus
uncultured_bacterium_g__ Enterorhabdus
unclassified_f__Ruminococcaceae
uncultured_bacterium_g__ norank_o__Gastranaerophilales
unclassified_g__Family_XII11_AD3011_group
uncultured_bacterium_g__[Eubacterium]_brachy group
unclassified_g__Ruminococcaceae_ UCG-009
uncultured_bacterium_g__Lachnospiraceae NK4A136_gr
unclassified_f__Erysipelotrichaceae
Lachnospiraceae_bacterium_A2
unclassified_f__Ruminococcaceae
unclassified_f__Lachnospiraceae
uncultured_bacterium_g_ norank_f__Bacteroidales_S24-
unclassified_g_ norank f Clostridiales_vadinBB60_grol
unclassified_g_ norank f Clostridiales_vadinBB60_grol
uncultured_bacterium_g__ Acetatifactor

unclassified_g__ Roseburia

uncultured_bacterium_g__ Enterorhabdus
unclassified_f__Lachnospiraceae
uncultured_bacterium_g__ Rikenellaceae_ RC9 gut_group
unclassified_g__Acetatifactor

unclassified_f _Lachnospiraceae
uncultured_bacterium_g__Anaerotruncus
uncultured_bacterium_g_ norank f_Bacteroidales_S24-



OTuU38

OTU406
OTuU118
0TU168
0oTu481
OoTuU8S

OTuU711
0TuU414
0OTU633
0OTU653
0Tu482
0TU602
0oTuU671

p__Firmicutes c__ Erysipelotri o__Erysipelotrict f__Erysipelotricg__[Clostridium]_innocuum_group
p__Actinobacte c__Actinobacte o__Coriobacteria f__Coriobacteri g__Enterorhabdus

p__Firmicutes c¢__ Clostridia o__Clostridiales f__Lachnospira g__Roseburia

p__Proteobacte ¢ Deltaproteo o__Desulfovibric f__Desulfovibrig__Desulfovibrio

p__Firmicutes c¢_ Clostridia o__Clostridiales f__Lachnospira g__Lachnospiraceae. NK4A136_group
p__Actinobacte c__Actinobacte o__Coriobacteriaf__Coriobacteri g__norank_f__Coriobacteriaceae
p__Firmicutes c¢__ Clostridia o__ Clostridiales f__Lachnospira g__Lachnospiraceae_ UCG-006
p__Tenericutes c__Mollicutes o__Mollicutes_Rf_norank_o__1g_ norank_o__Mollicutes_RF9
p__Bacteroidetic__Bacteroidia o__Bacteroidales f__Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢__ Clostridia o__Clostridiales f__Lachnospira g__unclassified_f _Lachnospiraceae
p__Bacteroidetic__Bacteroidia o__Bacteroidales f _Bacteroidale g__norank_f Bacteroidales_S24-7_group
p__Firmicutes ¢_ Clostridia o__ Clostridiales f__Lachnospira g__Roseburia

p__ Firmicutes c¢_ Clostridia o__ Clostridiales f Lachnospira g__ Roseburia

5_
5_
5_
5_
5_
5_
5_
5_
5_
5_
5_
S_
S_

uncultured_bacterium_g__[Clostridium]_innocuum_group
uncultured_bacterium_g__Enterorhabdus
unclassified_g__Roseburia
uncultured_Desulfovibrionaceae_bacterium
unclassified_g__Lachnospiraceae_ NK4A136_group
gut_metagenome_g__norank
uncultured_bacterium_g__Lachnospiraceae_ UCG-006
uncultured_bacterium_g__norank_o__Mollicutes_RF9
unclassified_g__norank_f _Bacteroidales_S24-7_group
unclassified_f __Lachnospiraceae
uncultured_bacterium_g__norank_f__Bacteroidales_S24-
uncultured_Clostridiales_bacterium_g__ Roseburia
Eubacterium_sp. 14-2

Abbreviations: OTU: operational taxonomic unit; CSDS: chronic social defeated stress.
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