
RT alignment: 1. 180502_Cha45_LcL_24h

identification: 2. 180502_Cha45_Ery_24h

3. 180502_Cha45_LcL_8h

4. 180502_Cha45_Ery_8h

256 264 273 281

charge sequence RT MS/MS L S P G A H Q K R P I P I K Y K A M K K E F P S I L

(positive)  (min) Raw File 1 9 18 26

detected calculated Δ z  detected calculated Δ

1 241.6578 241.6543 0.0036 2 R[9-12]P 20.3 481.3156 481.3085 0.0071 1

2 284.6687 284.6657 0.0030 2 H[6-9]R 12.6 567.3374 567.3314 0.0060 1

3 286.8528 286.8483 0.0045 3 P[10-16]K 27.2 857.5584 857.5448 0.0136 3,4

4 319.1746 319.1708 0.0038 2 P[3-8]K 18.3 636.3492 636.3416 0.0076 2,4

5 331.8578 331.8529 0.0049 3 L[1-9]R 24.1 992.5734 992.5588 0.0146 1,3,4

6 354.2118 354.2075 0.0043 3 P[10-18]M 35.0 1059.6354 1059.6224 0.0130 3,4

7 360.2266 360.2225 0.0041 2 P[12-17]A 24.2 718.4532 718.4450 0.0082 2,4

8 360.7004 360.6964 0.0041 2 K[20-25]I 39.6 719.4008 719.3927 0.0081 1-4

9 362.2473 362.2438 0.0035 2 R[9-14]K 20.6 722.4946 722.4876 0.0070 2,4

10 362.5664 362.5610 0.0054 3 R[9-17]A 24.1 1084.6992 1084.6830 0.0162 1-4

11 362.6903 362.6869 0.0034 2 S[2-8]K 19.0 723.3806 723.3737 0.0069 2,4

12 367.5489 367.5441 0.0048 3 P[3-12]P 21.8 1099.6467 1099.6322 0.0145 1,2,3

13 367.7151 367.7115 0.0036 2 K[16-21]E 14.8 733.4302 733.4229 0.0073 1-4

14 381.5725 381.5681 0.0044 3 Q[7-15]Y 26.3 1141.7175 1141.7044 0.0131 4

15 381.5854 381.5803 0.0051 3 K[8-16]K 19.2 1141.7562 1141.7408 0.0154 2-4

16 397.2250 397.2214 0.0036 2 P[3-9]R 12.3 792.4500 792.4428 0.0072 1-4

17 406.2462 406.2412 0.0050 3 R[9-18]M 25.4 1215.7386 1215.7235 0.0151 1-4

18 419.2325 419.2289 0.0036 2 L[1-8]K 20.4 836.4650 836.4577 0.0073 4

19 427.2589 427.2545 0.0044 3 H[6-15]Y 24.8 1278.7767 1278.7634 0.0133 1-4

20 429.2702 429.2708 -0.0006 1 P[23-26]L 51.4 428.2702 428.2708 -0.0006 1-4

21 440.7411 440.7374 0.0037 2 S[2-9]R 12.4 879.4822 879.4748 0.0074 2-4

22 443.7794 443.7755 0.0040 2 R[9-15]Y 30.4 885.5588 885.5509 0.0079 1-4

23 447.9404 447.9371 0.0033 3 P[3-14]K 22.1 1340.8212 1340.8114 0.0098 2-4

24 448.7730 448.7693 0.0037 2 K[14-20]K 10.9 895.5460 895.5386 0.0074 1-4

25 450.9387 450.9335 0.0052 3 A[5-15]Y 23.3 1349.8161 1349.8005 0.0156 1-4

26 463.2555 463.2551 0.0004 1 F[22-25]I 60.2 462.2555 462.2551 0.0004 1-4

27 469.9461 469.9406 0.0055 3 G[4-15]Y 27.3 1406.8383 1406.8219 0.0164 1-4

28 469.9586 469.9528 0.0058 3 H[6-16]K 20.0 1406.8758 1406.8583 0.0175 4

29 476.9536 476.9478 0.0058 3 S[2-14]K 22.7 1427.8608 1427.8434 0.0174 3,4

30 482.2897 482.2848 0.0049 2 I[11-18]M 35.2 962.5794 962.5696 0.0098 4

31 489.7760 489.7721 0.0040 2 K[16-23]P 18.9 977.5520 977.5441 0.0079 1-4

32 490.2676 490.2641 0.0036 2 M[18-25]I 33.5 978.5352 978.5281 0.0071 1-4

33 490.6119 490.6062 0.0057 3 K[14-25]I 30.4 1468.8357 1468.8185 0.0172 3,4

34 491.6313 491.6257 0.0056 3 Q[7-18]M 25.5 1471.8939 1471.8770 0.0169 4

35 491.6432 491.6378 0.0054 3 R[9-20]K 20.4 1471.9296 1471.9134 0.0162 1,2,4

36 493.6372 493.6318 0.0054 3 A[5-16]K 19.8 1477.9116 1477.8954 0.0162 4

37 493.6381 493.6318 0.0063 3 H[6-17]A 20.9 1477.9143 1477.8954 0.0189 4

38 502.2982 502.2916 0.0066 3 P[3-15]Y 27.4 1503.8946 1503.8747 0.0199 1-4

39 505.3194 505.3114 0.0080 2 I[13-20]K 14.9 1008.6388 1008.6228 0.0160 4

40 507.8265 507.8230 0.0036 2 K[8-15]Y 24.5 1013.6530 1013.6459 0.0071 1,2,4

41 507.8266 507.8230 0.0036 2 R[9-16]K 22.9 1013.6532 1013.6459 0.0073 1-4

42 512.6464 512.6390 0.0074 3 G[4-16]K 22.5 1534.9392 1534.9169 0.0223 3,4

43 520.3136 520.3130 0.0006 1 P[12-15]Y 34.4 519.3136 519.3130 0.0006 3,4

44 528.3059 528.3009 0.0050 3 K[14-26]L 34.6 1581.9177 1581.9026 0.0151 3,4

45 531.3074 531.3022 0.0052 3 S[2-15]Y 26.3 1590.9222 1590.9067 0.0155 1-4

46 533.2922 533.2881 0.0041 2 K[16-24]S 17.8 1064.5844 1064.5761 0.0083 1,3

47 534.3415 534.3361 0.0054 3 K[8-20]K 20.1 1600.0245 1600.0084 0.0161 4

48 534.6572 534.6520 0.0052 3 R[9-21]E 21.6 1600.9716 1600.9560 0.0156 2-4

49 544.9952 544.9899 0.0053 3 P[3-16]K 23.3 1631.9856 1631.9697 0.0159 2-4

50 546.8099 546.8061 0.0038 2 M[18-26]L 44.6 1091.6198 1091.6122 0.0076 1-4

51 551.3195 551.3188 0.0007 1 K[19-22]F 14.8 550.3195 550.3188 0.0007 1-4

52 551.3557 551.3552 0.0005 1 I[13-16]K 18.7 550.3557 550.3552 0.0005 1,3,4

53 553.8427 553.8378 0.0050 2 P[12-20]K 21.5 1105.6854 1105.6755 0.0099 4

54 568.6744 568.6689 0.0055 3 P[3-17]A 24.2 1703.0232 1703.0068 0.0164 2,4

55 569.8362 569.8327 0.0036 2 I[13-21]E 15.5 1137.6724 1137.6653 0.0071 3,4

56 576.3395 576.3392 0.0003 1 F[22-26]L 64.9 575.3395 575.3392 0.0003 1-4

57 577.0275 577.0223 0.0052 3 Q[7-20]K 20.2 1728.0825 1728.0669 0.0156 4

58 582.3287 582.3247 0.0041 2 A[17-26]L 47.8 1162.6574 1162.6493 0.0081 1-4

59 583.6798 583.6748 0.0050 3 R[9-22]F 30.0 1748.0394 1748.0244 0.0150 4

60 586.8276 586.8248 0.0028 2 K[14-22]F 17.9 1171.6552 1171.6496 0.0056 1-4

61 589.8353 589.8301 0.0052 2 K[16-25]I 26.1 1177.6706 1177.6602 0.0104 1-4

62 592.2981 592.2977 0.0004 1 E[21-25]I 65.8 591.2981 591.2977 0.0004 1,2

63 594.3356 594.3322 0.0034 2 S[2-12]P 21.6 1186.6712 1186.6644 0.0068 1

64 612.3531 612.3491 0.0040 3 P[3-18]M 29.7 1834.0593 1834.0473 0.0120 4

65 622.3926 622.3923 0.0003 1 I[13-17]A 15.8 621.3926 621.3923 0.0003 2-4

66 633.3966 633.3970 -0.0004 1 I[11-15]Y 39.3 632.3966 632.3970 -0.0004 1-4

67 640.3483 640.3487 -0.0004 1 K[14-18]M 14.9 639.3483 639.3487 -0.0004 3,4

68 641.3646 641.3598 0.0048 3 S[2-18]M 24.6 1921.0938 1921.0793 0.0145 4

69 646.3749 646.3722 0.0027 2 K[16-26]L 52.6 1290.7498 1290.7443 0.0055 1,3,4

70 648.3718 648.3715 0.0003 1 K[19-23]P 18.0 647.3718 647.3715 0.0003 2

71 648.4076 648.4079 -0.0003 1 P[12-16]K 18.6 647.4076 647.4079 -0.0003 1-4

72 650.8774 650.8742 0.0032 2 L[1-12]P 21.4 1299.7548 1299.7484 0.0064 1-4

73 671.3655 671.3618 0.0037 2 Y[15-25]I 33.6 1340.7310 1340.7235 0.0075 4

74 672.9124 672.9092 0.0032 2 R[9-19]K 23.7 1343.8248 1343.8184 0.0064 2,4

75 672.9127 672.9092 0.0035 2 K[8-18]M 25.3 1343.8254 1343.8184 0.0070 4

76 682.3593 682.3593 0.0000 1 M[18-22]F 18.1 681.3593 681.3593 0.0000 1-4

77 682.7376 682.7311 0.0065 3 R[9-25]I 39.0 2045.2128 2045.1933 0.0195 4

78 684.0626 684.0581 0.0045 3 S[2-19]K 22.0 2049.1878 2049.1743 0.0135 4

79 696.3897 696.3300 0.0597 1 G[4-9]R 12.6 695.3897 695.3300 0.0597 1-4

80 705.3822 705.3818 0.0004 1 E[21-26]L 68.7 704.3822 704.3818 0.0004 1-4

81 707.4195 707.4163 0.0032 2 L[1-13]I 30.0 1412.8390 1412.8325 0.0065 4

82 727.9081 727.9038 0.0043 2 Y[15-26]L 42.6 1453.8162 1453.8076 0.0086 3,4

83 730.4495 730.4498 -0.0003 1 P[10-15]Y 39.5 729.4495 729.4498 -0.0003 1-4

84 753.3965 753.3964 0.0001 1 A[17-22]F 18.1 752.3965 752.3964 0.0001 1-4

85 753.4333 753.4328 0.0005 1 I[13-18]M 21.5 752.4333 752.4328 0.0005 2-4

86 761.4927 761.4920 0.0007 1 I[11-16]K 23.9 760.4927 760.4920 0.0007 1,3

87 768.4433 768.4437 -0.0004 1 K[14-19]K 12.8 767.4433 767.4437 -0.0004 4

88 771.4677 771.4638 0.0040 2 L[1-14]K 21.7 1540.9354 1540.9275 0.0079 1,3,4

89 833.4762 833.4767 -0.0005 1 K[20-26]L 60.2 832.4762 832.4767 -0.0005 1-4

90 848.4894 848.4876 0.0018 1 K[19-25]I 30.1 847.4894 847.4876 0.0018 1-4

91 852.9981 852.9954 0.0027 2 L[1-15]Y 26.1 1703.9962 1703.9908 0.0054 2-4

92 860.5056 860.5009 0.0047 2 S[2-16]K 20.9 1719.0112 1719.0017 0.0095 2-4

93 881.4908 881.4913 -0.0005 1 K[16-22]F 19.6 880.4908 880.4913 -0.0005 1-4

94 896.0245 896.0194 0.0051 2 S[2-17]A 21.6 1790.0490 1790.0388 0.0102 2,4

95 917.0485 917.0429 0.0056 2 L[1-16]K 24.0 1832.0970 1832.0858 0.0112 4

96 945.5517 945.5461 0.0056 2 P[10-25]I 45.1 1889.1034 1889.0921 0.0113 4

97 961.5740 961.5717 0.0023 1 K[19-26]L 43.1 960.5740 960.5717 0.0023 1-4

98 1002.0928 1002.0881 0.0047 2 P[10-26]L 51.7 2002.1856 2002.1762 0.0094 4

99 1018.0857 1018.0817 0.0040 2 L[1-18]M 29.4 2034.1714 2034.1634 0.0080 4

100 1050.5660 1050.5652 0.0008 1 A[17-25]I 34.4 1049.5660 1049.5652 0.0008 1-4

Supplementary Table 4: Summary of the peptides generated by the proteasome from the polypeptide substrate MyD88-L265P[256-281] in an in vitro digest.
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