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Supplementary Figure S2. Response of sSRNA biogenesis-related genes to the parasitism in Cc-At parasitic
complex, which did not show significant change. Expression levels of (A) AtDCL1, (B) AtDCL2, (C) AtDCL3,
(D) AtDCL4, (E) CcDCL2, (F) CcDCL4, (G) CcSGS3 were compared between nonparasitic and parasitic stems.
ATNSap, apical region of nonparasitic stem of Arabidopsis thaliana; ATPSap, apical region of parasitic stem
of A. thaliana; CCNSap, nonparasitic stem of Cuscuta campestris containing apical region; CCPSap, parasitic
stem of Cuscuta campestris containing apical region. There were no significant difference, as examined by
the Student’s t-test (p < 0.05).



