Figure S6. Survival analysis obtained from the HPA database to explain survival
significance of the inferred oncogenes discussed in Table 1 and 2.
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Pathology of SLC22A7 for LUAD is not available.

B Low expression (n=293)
High expression (n=201)

LUSC: SLC22A7

Survival probability

-
ra
w
-
tn
@
~
@
@
2
]

13 14



b o
g g
2 g
3 E

Ayngeqold jeaning : fupgegord jeajung




