Identification in P. dumerilii

Protein reference transcriptome Protein domains
(Pdumbase)
Hsap DNMT1
DNMT1 comp223422_c0
Pum DNMT1 @ DMAP1-binding domain
DNMT2 comp216256_c0 Hsap DNMT2 @ DNA (cytosine-5)-methyltransferase 1, replication foci domain
DNMT — Pdum DNMT2 @) Bromo adjacent homology (BAH) domain
Hsap DNMT3A @ s-adenosyl-L-methi dependent
Hsap DNMT3B @ PWWP domain
DNMT3 none Hsap DNMT3-lik @ ONMT3, cysteine rich ADD domain
Pdum DNMT3
Hsap TET1
Hsap TET2 @ 206re00 P
! TET1/2/3 comp225519_c0 eDO, oxygenase domain
P = Hsap TET3
Pdum TET1/2/3
I DG 226234_ct Heap 106
comj C’ Uracil-DNA glycosylase-like
P - Pdum TDG L glyeos!
Hsap UHRF1 @ Ubicuitin domain SRA-YDG
/ UHRF1/2 comp210893_c0 Hsap UHRF2 () UHRF1, tandem tudor domain () Zinc finger, RING-type
Pdum UHRF1/2 @ zinc finger, PHD-finger
Hsap MBD1
Hsap MBD2
MBD1/2/3 comp219568_c0 @ Wethyl-CpG DNA binding
Hsap MBD3 @ Zincfinger, CXXC-ype
MBD Pdum MBD1/2/3 Methyl-CpG-binding domain protein 2/3, p55-binding region
Hsap MBD4 @ Methyl-CoG binding protein 2/3, C-terminal domain
MBD4 comp226112_c0 Hsap MeCP2 R - @ DNAglycosylase
PaumMBD4  (EHED =
Hsap CHD1
CHD1/2 comp223870_c4 Hsap CHD2
Pdum CHD1/2
Heap CHD3 @ chromo domain
jsap.
CHD3/4/5A comp221173_c3 Heap OHOA ) Helicase superfamily 12, ATP-binding domain
jsay
” @ BRK domain
CHD3/4/5B comp216874_c0 Hsap CHDS @ Helicase, C-terminal
Pdum CHD3/4/5A @ Zzinc finger, PHD-finger
CHD CHD3/4/5C comp222390_c1 Pdum CHD3/4/58 DUF1086
Pdum CHD3/4/5C e
DUF1087
CHD3/4/5D comp223438_c0
P - Pdum CHD3/4/5D @ cHD, Cterminal 2
Hsap CHD6& @ cHD, N-terminal
Hsap CHD7 @ CDH172, SANT-Helical linker 1
CHD6/7/8/9 comp225943_c0 Hsap CHD8 @ Dura208
Hsap CHD9
Pdum CHD6/7/8/9
Hsap HDAC1 (28 37 e
HDAC1/2 Comp204547_cO Hsap HDAC2 (22 S s
Pdum HDAC1/2 (128 B
HDAC class | Hsap HDAC3 (20 a1g I 488 HDAC domain
HDAC3 comp212334_c0
- Pdum HDAC3  (f23 s 2
HsapHDAC8  (as 2 ar
HDAC8 comp217323_c0 PdumHDACE (2 wolsee
Hsap RBBP4
Histone-binding protein RBBP4, N-terminal
/ RBBP4/7 comp223498_cO Hsap RBBP7 ] o 9 u_ o
et RBBPAIT e repeat-containing domain
Hsap MTA1 @ Bromo adjacent homology (BAH) domain
Hsap MTA2 @ ELM2 domain
/ MTA1/2/3 comp223915_c0 Hsap MTA3 @ SANTMyb domain
Paum MTAL2I3 @ Zincfinger, GATA-type
Metastasis-associated protein MTA1, R1 domain
Hsap GATAD2-a
Transcriptional repressor p66, coiled-coil MBD2-interaction domain
/ GATAD2 comp224048_c2 Hsap GATAD2-8 e i pressor ps
@ zincfinger, GATA-type

Pdum GATAD2

# Superfamily (lack of specific doma

in Hsap and Pdum)




