




Supp figure 3: Integrative view of the molecular signatures at the HOXB, C and D clusters

Genome Browser view at the HOXB, HOXC and HOXD clusters to show H3K4me3 enrichment, differential DNA methylation, the strand-oriented

RNA-seq signal, and the correlation of these signatures. The publicly available Glioma H3K4me3 signals are from IDHwt-derived cell lines.



Supp figure 4: Representative examples of the correlation between DNA methylation and expression at HOX genes 

in IDHwt glioma samples.
Genome Browser view of the HOXA10, HOTTIP, HOXC5 and HOXB1 loci to show H3K4me3 enrichment, DNA methylation, and the 

oriented RNA-seq signal. The H3K4me3 signals are from publicly available data of IDHwt-derived cell lines. For HOXA10, transcription 

initiates from a H3K4me3-marked TSS in an embedded methylated area. HOTTIP and HOXC5-HOXC8 are not transcribed although their TSS 

are DNA unmethylated and H3K4me3-enriched. HOXB1 is a (rare) example of not expressed gene with a DNA methylated and H3K4me3-

poor TSS. HOXA9 transcription occurs through an alternative promoter.







Supplementary Figure 6: (Continued)
B) Details for HOXC12 and HOXB1 loci.
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