ACC (n=79)

BLCA (n=408)

BRCA (n=1100)
BRCA-Basal (n=191)
BRCA-Her2 (n=82)
BRCA-LumA (n=568)

BRCA-LumB (n=219)
CESC (1=306)
CHOL (n=36)
COAD (n=458)
DLBC (n=48)
ESCA (n=185)
GBM (n=153)
HNSC (1=522)

HNSC-HPV- (1=422)
HNSC-HPV+ (n=98)
KICH (n=66)

SKCM-Metastasis
SKCM-Primary
STAD

UVM (n=80)

CHOL (n=36)
COAD (n=458)
DLBC (n=48)

SKCM-Metastasis

‘SKCM-Primary
STAD
T6CT
THCA

5w .
88 5
ss §
% J-ov
a s !
St em
Xm &
rroro-
& B
gs2egy
237229
EFEE
3hx3z
Q28935
E 1)
150 ,MW
28988
85285
gs3zes
5§88
2 g2
5 2
g
8
2
g8 s
8 8 5
3s §
a8 E-ov
£
Xm £°®
| |
||
L]
|
| |
n
| ||
(Y e S
R FREE I R
EERBIoeeeslaleg
+ & 2re
12 N R S NG R EE X
F1sESerroEoES Y
CA35805258808a8FF
=00 E0x EEEEOX O
oS U2 udu
CETPimIEEERm Fmag
"egPE085E 8805000
3552505858 ,288
§E358285°885
I;05r8%4 8288
8583 "oB5tEs
Tor0  =CEZxE
i3 3 88zgds
a 8 - SOE
o- & egEgy
2183
8 B3+-0
L 0 3
3 -
N

58 .
23S &
ss 8
A m,
o o T em
xm &
ACC (n=79)
BLCA (n=408)
BRCA (n=1100)
BRCA-Basal (n=191,
BRCA-Her2 (n=82]
BRCA-LumA (n=568)
BRCA-LumB (n=219)
u
mm0>§|amm
GBM (n=153)
HNSC (n=522]
=
SKCM-Metastasis
SKCM-Primary
STAD
TGCT
THCA
THYM
UCEC
ucs
uvm
Cooo
289
g5o8
2.8
hez2
235%
5238
Pl
202
E085
[m) EgES
2223
g8t
2238
EEEE
8338
B2
3
s
88 5
A e
aa ¥
Rm
ACC (n=79)
BLCA (n=408)
BRCA (n=1100)
BRCA-Basal (=191
BRCA-Her2 (n=82)
BRCA-LumA (n=568)
BRCA-LumB (n=219)
CESC (n=306)
CHOL (n=36)
COAD (n=458,
DLBC (n=48)
ESCA (n=185)
GBM (n=153)
HNSC (n=522,
HNSC-HPV- (n=422,
HNSC-HPV+ (n=98}
KICH (n=66) -1 s e
R
u
UCEC (n=545)
UCS (n=57) u
UVM (n=80)
rlrorn-dEan-
ERERIERIE S
EXZEQLREIR
e rSa-3ali3-3al
38035828808
280028080
fiovaiesit
8882208808
g8ceifesst
22538825087
S5830R8E5E
(@] 285358234
£¥5s85E
= 39988
L
s 2
3 =
2

ACC (n=79)
BLCA (n=408)

BRCA (n=1100)
BRCA-Basal (n=191)

CHOL (n=36)
COAD (n=458)
DLBC (n=48)
ESCA (n=185)
GBM 9 _ms

HNSC-HPV+ (n=08)
KICH (n=66)

KIRC

KIRP

LGG

LIHC

LUAD

Lusc
MESO

SKCM
SKCM-Metastasis
SKCM-Primary
STAD

TGCT

THCA

UM (1-50)

ACC (n=79)

BLCA (n=408)
BRCA (n=1100)
BRCA-Basal (n=191)
BRCA-Her2 (n=82)
BRCA-LumA (n=568)
BRCA-LumB (n=219)
CESC (n=306)
CHOL (n=36)

COAD (n=458)
DLBC (n=43)

ESCA (n=185)

GBM (n=153)

HNSC (1=522)
HNSC-HPV- (n=422)
HNSC-HPV+ (n=98)
KICH (n=66)

KIRC (n=533)

90)

SKCM-Metastasis
SKCM-Primary
STAD

UCS (n=57)
UVM (n=80)

T cell CD8+_TIMER

X p>005

M ps005
Partial_Cor
1
0

® p>005

Neutrophil_TIMER

T cell CD8+ naive_XCELL

T cell CD8+ central memory_XCELL

T cell CD8+_XCELL
T cell CD8+ effector memory_XCELL

o
T
&
2
S
3
=

T cell CD8+_QUANTISEQ

T cell CD8+_CIBERSORT-ABS

MW p<005
Partial_Cor

Neutrophil QUANTISEQ
Neutrophil_XCELL

SKCM-Metastasis
SKCM-Primary
STAD

TGCT

THCA

THYM

UCEC

UCS (n=57)

UVM (n=80)

ACC (n=79)
BLCA (n=408)

BRCA-Basal (n=191

BRCA-Her2 (n=82
BRCA-LumA (n=568)
BRCA-LumB (n=219)

HNSC-HPV- (n=422)
HNSC-HPV-+ (n=98}
KICH (n=66)

KIRC (n=533

KIRP (n=290)

LGG (n=516)

LIHC

LUAD

LusC

MESO

ov

PAAD

PCPG

PRAD

READ

SARC

SKCM
SKCM-Metastasis
SKCM-Primary
STAD

88 5
SS 3
Awd
e E-
g
Xm §°®
L]
| Dz |
OxE@racdracw
puprarowpdrawgo
52837972805 98F
JFRELLERSLER !
SoliTWEZ WXZE S
FeeBoBoIz oIy
8880252330203
5250208530209 8
-3
855525052508 2%
288503038909 88
2258888888
sl
5585 585
25358 252
£ 2 £
9w .
88 5
SS 3
-
Xm I
L]
L]
u EE

L]

]
oxoqEare
CEoIrgrEa
BEoHoLoRH
BZEQarare
32 GEEED
MSERET-H
£85.0808%

S3 gage?
8 £655-
8x 2.8
¥ SE3s
383
85x®
2353
3 x
M

H

Macrophage/Monocyte_MCPCOUNTER

Supplementary Figure 11



