A C D total risk score - High Risk Low Risk

AB9 A70 A5 A101
30 100 Time_point 100l
1600 \
20
Corr Corr. Corr 1200 .
>
0.056 0.162* 0.131* 2
o B 800 “a
075 400 075
0 v
° z
Z =
= 3
Corr: Corr: N 8 3
0013 0085 |& 1050 g 050
3 2
£ g
H
g
2]
0.25 0.25
=0.93
Corr: > AUC max = 0.54 P
0153 |8 AUC max time = 1825 days
..
. o 0.00 0.00
:: 0.00 0.25 0.50 075 1.00 0 500 1000 1500 2000
o o0 False_positive Time
: .
o o 2 Number at risk
Fptee o =l °
el 2
. o 43 H 8 High Risk{ 182 103 45 28 0
- L. - M
0.000.050.100.150.200.26.0 02 04 080 01 02 03 0400 02 04 0.6 T% 179 105 54 33 0
s

0 500 1000 1500 2000

B Time

Hazard ratios of candidate genes AB9: CD4* T cell Th2 XCELL
A70: B cell plasma CIBERSORT
A69 (N=361) (4 30405 5 %0+06) ———— <0001 A95: CD8" T cell CIBERSORT

A101: Macrophage MO CIBERSORT

- 20e+01 { .
A70 (N=361) (2 26+00 1 be+02) T —— 0.007
- 5.7e-02 i *
A95 (N=361) (5.26-03 ~ 5 S0-07} =1 | 0.011
At01 (N=361) (1 40400 25 30+01) T 0.016*
# Events: 130; Global p-value (Log-Rank): 1.2065e-07 oo 1 i 0000 »
1 1 1 e+

AIC: 1290.85; Concordance Index: 0.69

Supplementary Figure 15



