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Supplementary figure 1.mRNA expression of CACNA1D and SCN7A genes in controls
and patients with idiopathic PAH (IPAH), congestive tissue disease associated PAH
(CTD-PAH) and congenital heart disease PAH (CHD-PAH). Results are shown as
scatter plot and lines indicate means and SD. P <0.05 vs iPAH and CHD-PAH.
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Supplementary figure 2.mRNA expression of K+ channel genes with a large (> 2 fold)
and significant (adjusted p < 0.05) downregulation in controls and patients with
idiopathic PAH (IPAH), congestive tissue disease associated PAH (CTD-PAH) and
congenital heart disease PAH (CHD-PAH). Results are shown as scatter plot and lines
indicate means and SD. * Adjusted p < 0.05.

A B C

D E F

G H I

*

*
*

*

*

*

* *

*



Contro
ls

IP
AH

CTD-P
AH

CHD-P
AH

All-
PAH

4.5

5.0

5.5

6.0

6.5
KCND2 (Kv4.2)

E
x

p
re

s
s

io
n

 (
A

.U
.)

Contro
ls

IP
AH

CTD-P
AH

CHD-P
AH

All-
PAH

6.5

7.0

7.5

8.0
KCND3 (Kv4.3)

Contro
ls

IP
AH

CTD-P
AH

CHD-P
AH

All-
PAH

7.0

7.5

8.0

8.5

9.0

9.5
KCNQ3 (Kv7.3)

E
x

p
re

s
s

io
n

 (
A

.U
.)

Contro
ls

IP
AH

CTD-P
AH

CHD-P
AH

All-
PAH

7.0

7.5

8.0

8.5

9.0
KCNMA1  (KCa1.1)

E
xp

re
ss

io
n

 (
A

.U
.)

Contro
ls

IP
AH

CTD-P
AH

CHD-P
AH

All-
PAH

6

7

8

9
KCNT2 (KNa1.2)

E
xp

re
ss

io
n

 (
A

.U
.)

Supplementary figure 3.mRNA expression of K+ channel genes with a large (> 2 fold)
and significant (adjusted p < 0.05) upregulation in controls and patients with
idiopathic PAH (IPAH), congestive tissue disease associated PAH (CTD-PAH) and
congenital heart disease PAH (CHD-PAH). Results are shown as scatter plot and lines
indicate means and SD. * Adjusted p < 0.05.
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Supplementary figure 4. mRNA expression of Ca2+ and Na+ channel genes with a
large (> 2 fold) and significant (adjusted p < 0.05) change in controls and patients
with idiopathic PAH (IPAH), congestive tissue disease associated PAH (CTD-PAH) and
congenital heart disease PAH (CHD-PAH). Results are shown as scatter plot and lines
indicate means and SD. * Adjusted p < 0.05.
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Supplementary figure 5. mRNA expression of TRP channels genes with a large (> 2
fold) and significant (adjusted p < 0.05) change in controls and patients with
idiopathic PAH (IPAH), congestive tissue disease associated PAH (CTD-PAH) and
congenital heart disease PAH (CHD-PAH). Results are shown as scatter plot and lines
indicate means and SD. * Adjusted p < 0.05.
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Supplementary figure 6. Significant correlations of mRNA expression of CaV1.X
channels with Kv channels in controls (black symbols) and PAH patients (blue
symbols).
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