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Supplementary Figure
Figure S1. Average linkage disequilibrium coefficient (r2) values plotted against 
intermarker distance for all autosomal chromosomes in Landrace pigs.
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Figure S1. Average linkage disequilibrium coefficient (r2) values plotted against intermarker
distance for all autosomal chromosomes in Landrace pigs. The x-axis indicates the distance 
between single nucleotide polymorphisms (SNPs) and the y-axis indicates the r2 values between SNPs.
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