1’ frontiers

Supplementary Material

Supplementary Figures

A Boxand whisker lotof PTKT expression B ER/PR/HERZ Status | Negative I Positive

NA moaray dsa) PTK7 Genetic Alteration I Amplication No alterations

i ER Status
PR Status

. EBE=3 [ HER2 Status

PTK7 I

!
E R Status |0 0O

: PR St@atus |0 00O
* _ HER 2 St 000000

Nl PTK7 (AR

PTKT log2 standardised mRNA level
L r'\n

TNBC Mot TNBC
(Neh (572) 8738)

Luminal A Luminal B HER2(+) TNBC

PTKT (207011_s_at) PTKT7 (207011_s_al) PTKT {207011_s_at) PTK7 (207011_s_at)

/

HR = 0.85 (0.65 - 1.11)
logrank P = 0.23

1 HR = 2.04 (131 - 3.16)

Thems,, HR = 0.94 (0.5 - 1.74) . 200131~ 3.16)
d logrank P = 0.

HR = 0.88 (0.41 - 1.88)
logrank P = 0,83 logrank

P=075

I

:r,.
i,
\g- -

T
ity PITIUN

—
i,
o
-

Probability

Probability
0.0 02 04 06 0.8 1.0

0.0 02 04 0.6 08 10

ot

Probability

Probability
0.0 02 04 06 08 1.0
0.0 02 0.4 08 08 10

Expression | Expression
low

high

Expression
low
high

g

low

high

T T T T r v - - v

50 100 150 200 50 100 150 [ 50 100 150 200
Time (months) Time (months) Time (months)

b ol rek Mursbr ot ik
w128

high

! . J
) 50 100 150 200
Time (months)

7
gf o

=7

]
-7
58

Supplementary Figure S1. PTK7 correlates with a worse prognosis in TNBC.

(A) Box plots of PTK7 expression according to triple-negative status using Breast Cancer Gene-
Expression Miner v4.3 system (http://bcgenex.centregauducheau.fr/BC-GEM/). TNBC (n=572) and
non-TNBC breast cancer (n=6,739) DNA microarray data were selected.

(B) PTKY genetic alteration analysis in invasive breast carcinoma using cBioPortal for Cancer
Genomics (http://www.cbioportal.org/) breast cancer datasets including 1,904 patients with Agilent
microarray data (METABRIC, Nature 2012 & Nat Commun 2016).

(C) Recurrence-free survival (RFS) analysis was performed using Kaplan-Meier Plotter
(http://www.kmplot.com/) to assess the effect of PTK7 mRNA expression on survival in Luminal A,
Luminal B, HER2(+) and TNBC subtypes of breast cancer. Patients were split into two groups
according to PTK7 mRNA median expression levels and the cut off values of Luminal A, Luminal B,
HER2(+) and TNBC were 443, 495, 617 and 725, respectively.
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Supplementary Figure S2. PTK7 co-expression genes in invasive breast carcinoma. PTK7 co-
expression analysis in invasive breast carcinoma using cBioPortal for Cancer Genomics
(http://www.cbioportal.org/) using Agilent microarray data (METABRIC, Nature 2012 & Nat
Commun 2016). Some of the positively and negatively correlated genes are shown.
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Supplementary Figure S3. Transwell migration assay in PTK7-overexpressed TNBC cell lines.
(A and B) Transwell migration assay using Boyden chamber in WT, pcDNA3 or pcDNA3-PTK7
transfected MDA-MB-436 (A) and MDA-MB-468 (B) cells was performed and photographed under
a light microscope. Upper, representative images are shown (Magnification, <100). Lower, migrated
cells were counted and shown as mean *s.d. **** P < 0.0001.



