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Fc-gamma receptor signaling pathway (GO:0038094 )

leukocyte aggregation (GO:0070486)—

protein nitrosylation (GO:0017014)
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neutrophil chemotaxis (GO:0030593)—
neutrophil migration (GO:1990266)—
myeloid leukocyte migration (GO:0097529)
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T cell differentiation involved in immune response (G0O:0002292)—
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positive regulation of NO biosynthetic process (G0O:0045429)
leukocyte migration (GO:0050900)—
positive regulation of ROS biosynthetic process (GO:1903428
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