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Figure S1 The expression levels of TLEs in TCGA of patients with LUAD in paired normal and tumor tissues. The x-axis represents the
sample type; the y-axis represents the TLE expression level. The different expression levels of TLE 1-7 in normal (n=57) and tumor (n=57)
tissues. TLE, Transducin-like Enhancer of split; TCGA, The Cancer Genome Atlas; LUAD, lung adenocarcinoma.
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Figure S2 A model illustrating the relationship between the TLE family members and the Wnt pathway. TLE, Transducin-like Enhancer
of split.
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