A Before Rephine.r

Bootstrap Support
100

_EF’seudomonas phage datas
Pseudomonas phage R26

e Pseudomonas phage PB1

Pseudomonas phage EPa61

Pseudomonas phage DL60

Pseudomonas phage vB_PaeM_C1-14_Ab28
Pseudomonas phage Epa14

Pseudomonas phage vB_PaeM_SCUT-S1

Pseudomonas phage PAO1

75
50
25 0.005
0

— Pseudomonas phage Epa7
Pseudomonas phage PaGU11
Pseudomonas phage vB_PaeM_PAO1_Ab27
Pseudomonas phage DL68

Pseudomonas phage 14-1

Pseudomonas virus PA8P1

— Pseudomonas phage vB_PaeM_E215
Pseudomonas phage KPP12 DNA
Pseudomonas phage Epa13

Pseudomonas phage BrSP1

Pseudomonas phage vB_PaeM_USP_1

Pseudomonas phage NH-4

Pseudomonas phage LMA2
Pseudomonas phage JG024
Pseudomonas phage SL1
Pseudomonas phage SN
Pseudomonas phage vB_PaeM_CEB_DP1

Pseudomonas phage phiKTN6

Pseudomonas virus Pa193
Pseudomonas phage vB_PaeM_LS1
Pseudomonas phage vB_PaeM_E217
Pseudomonas phage crassa
Pseudomonas phage vB_Pae_PS44

Pseudomonas phage PA5

Pseudomonas phage R12

Pseudomonas phage F8

Pseudomonas phage LBL3

— P 5 e ildomonas phage antinowhere

B After Rephine.r

Pseudomonas phage NH-4

Pseudomonas phage LMA2
Pseudomonas phage phiKTN6
Pseudomonas phage vB_PaeM_CEB_DP1
Pseudomonas phage vB_PaeM_LS1
Pseudomonas phage vB_PaeM_E217

Pseudomonas phage Epa7

Pseudomonas phage vB_PaeM_PAO1_Ab27

Pseudomonas phage PaGU11
—E Pseudomonas phage Epa13
Pseudomonas phage KPP12 DNA

Pseudomonas phage vB_PaeM_USP_1

Pseudomonas phage BrSP1
Pseudomonas phage 14-1
Pseudomonas phage DL68
Pseudomonas virus PASP1

Pseudomonas phage vB_PaeM_E215

0.005

Pseudomonas phage PB1

Pseudomonas phage F8

Pseudomonas phage DL60

Pseudomonas phage R26

Pseudomonas phage datas

Pseudomonas phage EPa61

Pseudomonas phage antinowhere

Pseudomonas phage Epa14

Pseudomonas phage PAO1

e Pseudomonas phage vB_PaeM_SCUT-S1

Pseudomonas phage LBL3

Pseudomonas phage vB_Pae_PS44

Pseudomonas phage crassa

Pseudomonas phage PAS

Pseudomonas phage R12

Pseudomonas phage SL1

— Pseudomonas phage SN

— P seudomonas virus Pa193

— Pseudomonas phage JG024

Supplemental Figure 3. Phylogeny of Pbunaviruses before and after running Rephine.r, with all tips labeled by the corresponding RefSeq phage name. The type phage
PB1 is shown in bold. Bootstrap support is shown by coloring branches preceding nodes, with low support (from 0 to 70) ranging from white to red. Note: an outlier

genome (NC_009015) was dropped from the tree to enable visualization of the extremely short branches.
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