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SARS-CoV-2 genomes were deposited in GenBank under accession codes MZ637509-MZ642234 and with the Global Initiative on Sharing Avian Influenza Data
(GISAID). Data for Figure 5 is given in Supplemental Tables 2 and 3.

Plasma samples sizes (10 each from vaccinees and convalescent individuals) were chosen to capture the variety of anti-SARS-CoV-2
neutralization titers across individuals as observed in Gaebler, et al., Nature 2021 and Wang, et al., Nature 2021.

In the plasma neutralization experiment, one 6.2-month sample had neutralization titers below the limit of detection and was thus excluded
from the analysis in Fig. 5. Pseudovirus neutralization curves consisted of 8 serial dilutions. Of these 8 points, individual data points were
excluded if, at the end of the experiment, the cells in the wells had syncytia or had died (which sometime occurred for the lowest dilution), or
if the plate had a severe edge effect. This is our standard procedure, and the remaining points of the neutralization curves were sufficient for
neutralization titer determination.

Pseudovirus neutralization experiments included internal controls (D614G pseudovirus) and technical duplicates. The D614G control was
replicated (but not the B.1.526 pseudoviruses), all attempts at replication were successful, and most of the corresponding neutralization titers
were within 2-fold of each other. For the Fig. 5 analysis, the internal control (D614G) values were used to minimize systematic errors.

This is not relevant as this is an observational study.

Blinding is not relevant as this is an observational study.




