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Interrelationship and expression levels of the genes shown in Online Resource 4

Genes were arranged in a circle and their interrelationships were characterized with colored lines using CytoScape (Version 3.8.2,
http://cytoscape.org). The gene expression levels after conversion to logarithm are color-coded; from green to red for low or highly
expressed genes, respectively. Some genes whose expression was not estimated in DNA microarray analysis are shown as gray circles. The
colored lines represent the interrelationships between the connected genes.
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