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Laboratory animals

The PDX sequencing data generated in this study have been deposited in the European Nucleotide Archive (ENA) repository under accession code PRJEB40936
[https://www.ebi.ac.uk/ena/browser/view/PRJEB40936]. Source data are provided with this paper. The TCGA validation data used in this study are available in the
FIREHOSE database [http://firebrowse.org/?cohort=STAD]. The ACRG expression data used in this study are available in the Gene Expression Omnibus (GEO)
database under accession code GSE62254 [https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE62254]. The Singapore-Duke expression data used in this study
are available in the GEO database under accession code GSE15459 [https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE15459]

We established a GC PDX cohort consisting of total 32 PDX cases from 31 GC patients. The sample size was determined basing on the
recruitment capacity of the study as well as on the in vivo PDX tumor availability. Total 32 PDX models were classified into 13 responders (R),
11 non-responders (NR), and 8 cases with questionable responsiveness. Multiple independent measurements were taken for each PDX to
determine drug responsiveness. Sample size for the performed assays was optimized based on expected mean differences and according to
assay manufacturer's indications (where applicable) and on previous experiments.

no data exclusions

Experimental findings were reliably reproduced as described in manuscript and figure legends.

Mice included in the in vivo experiment were randomized by body weight and tumor size after the tumors reached approximately 200 mm3
and were divided into treatment and control groups (N=5 each).

Blinding was not performed. Due to the chemical nature of the compounds and their schedule of administration, blinding during treatment
administration was not feasible.

NOD/SCID/IL-2!-receptor null (NSG mice, The Jackson Laboratory, 4-weeks old) female mice




