
 
 
B. Adapters and Illumina index primers  

Adapters 
VRA3-8N: 
/5Phos/rNrNrNrNrNrNrNrNrGrArUrCrGrUrCrGrGrArCrUrGrUrArGrArArCrUrCrUrGrArArC/3Inv
dT/ 
VRA5-8N: rCrCrUrUrGrGrCrArCrCrCrGrArGrArArUrUrCrCrArNrNrNrNrNrNrNrN 

Illumina index primers  

RP1: AATGATACGGCGACCACCGAGATCTACACGTTCAGAGTTCTACAGTCCGA 

TABLE S1. Nucleic Acid Reagents 
A. Oligonucleotides and Gene Blocks 
Oligo Name Direction Sequence (5’-to-3’) 
BAC Construction Oligos 
TB40/E UL79N-
galK 

Forward TGCTCGTCCATCGTCATTGTCCTCACCGTCGCTACCCG                                                                        
CTCACCGAGCGAACGTCAGCACTGTCCTGCTCCTT 

TB40/E UL79N-
galK 

Reverse TTGCCCGTGCGGACCCGCGGGACGGCGGGGTTCTCTT 
CGTCGCGGGCCATCCTGTTGACAATTAATCATCGGCA 

TB40/E UL79C-
galK 

Forward GGCCGTACTGGCCGCCCGCGCCCTTCATATGCCGACG 
CTGGCTAACGACGTGTCAGCACTGTCCTGCTCCTT 

TB40/E UL79C-
galK 

Reverse GCGCTGTACGGCAGCGGGGAGAAAAGTGGCAGATAAA 
TCACGTCAGGTTCACCTGTTGACAATTAATCATCGGCA 

Sequencing Oligos 
TB40/E UL79N Forward GACTGGTCGTAGCGGGCGAG 
IE1-72  Reverse CGCGGTGAAAGAGGAGGACGC 
TB40/E UL79C Forward CCACAACAGCAGCAGCACCACCAC                                                                                                  
IE2- Reverse TGTTTCGGCCGAAAGTTCCTCCGTCC 
Towne UL87C Forward AAGATCAAGCACACTTGCGCGCTC 
UL128  Reverse GCGGTAACACACGGCGAATCAGTT 
Gene Blocks (dsDNA)  
TB40/E UL79N- 
HA 

TGCTCGTCCATCGTCATTGTCCTCACCGTCGCTACCCGCTCACCG
AGCGAACGATGTACCCATACGATGTTCCAGATTACGCTCTGATGG
CCCGCGACGAAGAGAACCCCGCCGTCCCGCGGGTCCGCACGGG
CAAATTC 
 

                                             

TB40/E UL79C-
FKBP12 

GGCCGTACTGGCCGCCCGCGCCCTTCATATGCCGACGCTGGCTA
ACGACGTGGGAGTGCAGGTGGAAACCATCTCCCCAGGAGACGG
GCGCACCTTCCCCAAGCGCGGCCAGACCTGCGTGGTGCACTAC
ACCGGGATGCTTGAAGATGGAAAGAAAGTTGATTCCTCCCGGGA
CAGAAACAAGCCCTTTAAGTTTATGCTAGGCAAGCAGGAGGTGA
TCCGAGGCTGGGAAGAAGGGGTTGCCCAGATGAGTGTGGGTCA
GAGAGCCAAACTGACTATATCTCCAGATTATGCCTATGGTGCCA
CTGGGCACCCAGGCATCATCCCACCACATGCCACTCTCGTCTTC
GATGTGGAGCTTCTAAAACTGGAATGAACCTGACGTGATTTATCT
GCCACTTTTCTCCCCGCTGCCGTACAGCGCC 

 

 



RPI-1 [ATCACG]: 
CAAGCAGAAGACGGCATACGAGATCGTGATGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-2 [CGATGT]:  
CAAGCAGAAGACGGCATACGAGATACATCGGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-3 [TTAGGC]:  
CAAGCAGAAGACGGCATACGAGATGCCTAAGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-4 [TGACCA]:  
CAAGCAGAAGACGGCATACGAGATTGGTCAGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-5 [ACAGTG]:  
CAAGCAGAAGACGGCATACGAGATCACTGTGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-6 [GCCAAT]:  
CAAGCAGAAGACGGCATACGAGATATTGGCGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-7 [CAGATC]:  
CAAGCAGAAGACGGCATACGAGATGATCTGGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-8 [ACTTGA]:  
CAAGCAGAAGACGGCATACGAGATTCAAGTGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-9 [GATCAG]:  
CAAGCAGAAGACGGCATACGAGATCTGATCGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-10 [TAGCTT]:  
CAAGCAGAAGACGGCATACGAGATAAGCTAGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-11 [GGCTAC]:  
CAAGCAGAAGACGGCATACGAGATGTAGCCGTGACTGGAGTTCCTTGGCACCCGAGAA
TTCCA 
RPI-12 [CTTGTA]:  
CAAGCAGAAGACGGCATACGAGATTACAAGGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-18 [GTCCGC]:  
CAAGCAGAAGACGGCATACGAGATGCGGACGTGACTGGAGTTCCTTGGCACCCGAGAA
TTCA 
RPI-19 [GTGAAA]:  
CAAGCAGAAGACGGCATACGAGATTTTCACGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-22 [CGTACG]:  
CAAGCAGAAGACGGCATACGAGATCGTACGGTGACTGGAGTTCCTTGGCACCCGAGAA
TTCCA 
RPI-25 [ACTGAT]:  
CAAGCAGAAGACGGCATACGAGATATCAGTGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-27 [ATTCCT]:  
CAAGCAGAAGACGGCATACGAGATAGGAATGTGACTGGAGTTCCTTGGCACCCGAGAAT
TCCA 
RPI-29 [CAACTA]:  



CAAGCAGAAGACGGCATACGAGATTAGTTGGTGACTGGAGTTCCTTGGCACCCGAGAAT 
TCCA 
 

 


