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wt CTCTCCATTGGCCCCATA     CACATCTTTAGGGCATGGC                                              
clone 3 CTCTCCATTGGCCCCATA     CACATCTTTAGGGCATGGC                                                  

wt GTTGAATATGGGTTTCCTGAG                    CACATCTTTAGGGCATGGCAT
clone 35 GTTGAATATGGGTTTCCTGAG                     -16bp          GGCAT

clone 84 GTTGAATATGGGTTTCCT    -3bp    +2bp(AA)    -9bp    AGGGCATGGCAT

wt AGTAGTCTGCAGTTACCAAGT                     CACATCTTTAGGGCATGG                                               
clone 44 AGTAGTCTGCAGTTACCA        -3bp     -2bp     CATCTTTAGGGCATGG
clone 47 AGTAGTCTGCAGTTACCAAG      -1bp     -3bp      ATCTTTAGGGCATGG

Reciprocal translocation
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B

EWSR1 (intron 7-8, chr22:29,287,135-29,288,605)

CREB1 (intron 6-7, chr2:207,575,455-207,577,504)

wt           GTTTGCTTTTGGAATCCAGGACACATCTTTAGGGCATGGCATTCCA

clone 35   TCGAAC                          ATCTTTAGGGCATGGCATTCCA    -141 bp

clone 84           GTTTGCTTTTGGAATCCAGGA ACATCTTTAGGGCATGGCATTCCA      -1 bp

wt               ATATGGGTTTCCTGAGGAGCAAGTTACTTGAATATATTAGA

clone 35               ATATGGGTTTCCTGAG   CAAGTTACTTGAATATATTAGA       -3 bp

clone 84 TACAATG                        AGCAAGTTACTTGAATATATTAGA     -337 bp

wt            GCTTTTGGAATCCAGGACACATCTTTAGGGCATGGCATTCCAGC

clone 44            GCTTTTGGAATCCAGGA ACATCTTTAGGGCATGGCATTCCAGC       -1 bp
clone 47 AGCCAC                         ATCTTTAGGGCATGGCATTCCAGC      -76 bp

wt     GTAGTCTGCAGTTACCAAGTAGAAGTGCATTCATACCTGTTTTAGTAAATAGTGT

clone 44     GTAGTCTGCAGTTACCAAGTAAGAAGTGCATTCATACCTGTTTTAGTAAATAGTGT  +1 bp

clone 47     GTAGTCTGCAGTTACCAAGTAGAAGTGCATTCATACCTGTTTTAGTAAATAGTGT

ATF1 (intron 3-4, chr12:50,796,010-50,809,455)

wt           GTTTGCTTTTGGAATCCAGGACACATCTTTAGGGCATGGCATTCCA
clone 3           GTTTGCTTTTGGAATCCAGGA ACATCTTTAGGGCATGGCATTCCA      -1 bp

wt   AACCTCTCCATTGGCCCATACGCAGCACAACTTATCCTGTTCCCAAGTACTCAT
clone 3   AACCTCTCCATT           AGCACAACTTATCCTGTTCCCAAGTACTCAT     -11 bp
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