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FIGURE S2

RELATIONSHIP OF SEQUENCING COVERAGE TO SAMPLE VIRAL LOAD

°
)
" . @ ]
° . ~ .
]
» ®
e * bd |
(=]
°
)
@
°, o o,
@ o -
L °
i o
e o » ° &
o L o
®
D e -
bl W ) °
B o
o @ﬂ s 330
e chooo ®o
e o s o o e
®go & ¢
. e % Cooa cooo e ® . .
2 3 4 5 6 7 8 9 10 1
10 10 10 10 10 10 10 10 10 10

Viral load - U / ml

Genome coverage of consensus sequences of SARS-CoV-2 in study samples.



