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The atomic coordinates and structure factors for the structures presented in this work are deposited at the Protein Data Bank (https://www.wwPDB.org) under
accession numbers 7A1H, 7A3M, 7AOK and 7AON. Source data for graphs are available as Supplementary Data. Other data included in the figures and that support
the findings of this study are available from the corresponding author upon reasonable request.

The stability analysis was performed on 6-16 samples. We previously performed a systematic analysis of the minimal number of samples
required for a reliable analysis and found that five samples were sufficient for getting reliable results.

Sequences including internal stop codons were excluded from further analysis. We excluded variants that could not be expressed and purified
for further analysis. We also excluded variant that did not give useful equilibrium unfolding data from the analysis.

The stability were replicated 2-5 times. As common, the crystal structures were only repeated once.

This is a biophysical study with no biological variation.

This is a biophysical study and blinding is not relevant.




