C

Willams 82
Tongdou 11
Shiyuehuang

B Kang 57
Rongxiandongdou
Nanxiadou 30
Nandou 12
Nanxiadou 25

Willams 82
Tongdou 11
Shiyuehuang

B Kang 57
Rongxiandongdou
Nanxiadou 30
Nandou 12
Nanxiadou 25

Willams 82
Tongdou 11
Shiyuehuang

B Kang 57
Rongxiandongdou
Nanxiadou 30
Nandou 12
Nanxiadou 25

Willams 82
Tongdou 11
Shiyuehuang

B Kang 57
Rongxiandongdou
Nanxiadou 30
Nandou 12
Nanxiadou 25

Willams 82
Tongdou 11
Shiyuehuang

B Kang 57
Rongxiandongdou
Nanxiadou 30
Nandou 12
Nanxiadou 25
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heterozygote

MKFNSRNWVTLIASVWMSFTVSVMEGVRPLPNPL IEAHGHVKHATAKRWAVLVAGSKGYDNYRHQADVCHAYQVLKKGGLKDENT IVFMYDDIANHTLNP
MKENIRNWVTLIASVWMSETVSVMEGVRPLPNPLIEAHGHVKHATAKRWAVLVAGSKGYDNYRHQADVCHAYQVLKKGGLKDENI IVEMYDD TANHTLNP
MKENSRNWVTLIASVWMSFTVSVMEGVRPLPNPLIEAHGHVKHATAKRWAVLVAGSKGYDNYRHQADVCHAYQVLKKGGLKDENI IVEMYDD TANHTLNP
MKENSRNWVTLIASVWMSFTVSVMEGVRPLPNPLIEAHGHVKHATAKRWAVLVAGSKGYDNYRHQADVCHAYQVLKKGGLKDENI IVEMYDD TANHTLNP
MKENSRNWVTLITASVWMSETVSVMEGVRPLPNPLIEAHGHVKHATAKRWAVLVAGSKGYDNYRHQADVCHAYQVLKKGGLKDENI IVEMYDD IANHTLNP
MKENSRNLVTLTASVWMSFTVSVMEGVRPLPNPLIEAHGHVKHATAKRWAVLVAGSKGYDNYRHQADVCHAYQVLKKGGLKDENI IVEMYDD TANHTLNP
MKENSRNLVTLIASVWMSFTVSVMEGVRPLPNPLIEAHGHVKHATAKRWAVLVAGSKGYDNYRHQADVCHAYQVLKKGGLKDENI IVEMYDD TANHTLNP
MKENSRNLVTLTASVWMSFTVSVMEGVRPLPNPLIEAHGHVKHATAKRWAVLVAGSKGYDNYRHQADVCHAYQVLKKGGLKDENI IVEMYDD TANHTLNP

RLGTVINKPNGPDVYKGVPKDYTGNATTSENFYAVISGNRSALSGGSGKVVDSGPNDTIFIYYADHGATGVIGMPVGDEVMANDEFVDVLKKKHAAKSYKK
RLGTVINKPNGPDVYKGVPKDYTGNATTSENFYAVISGNRSALSGGSGKVVDSGPNDTIFIYYADHGATGV IGMPVGDEVMANDEVDVLKKKHAAKSYKK
RLGTVINKPNGPDVYKGVPKDYTGNATTSENFYAVISGNRSALSGGSGKVVDSGPNDTIFIYYADHGATGVIGMPVGDEVMANDEFVDVLKKKHAAKSYKK
RLGTVINKPNGPDVYKGVPKDYTGNATTSENFYAVISGNRSALSGGSGKVVDSGPNDTIFIYYADHGATGVIGMPVGDEVMANDFVDVLKKKHAAKSYKK
RLGTVINKPNGPDVYKGVPKDYTGNATTSENFYAVISGNRSALSGGSGKVVDSGPNDTIFTYYADHGATGVIGMPVGDEVMANDEVDVLKKKHAAKSYKK
RLGTVINKPNGPDVYKGVPKDYTGNATTSENFYAVISGNRSALSGGSGKVVDSGPNDTIFIYYADHGATGVIGMPVGDEVMANDEFVDVLKKKHAAKSYKK
RLGTVINKPNGPDVYKGVPKDYTGNATTSENFYAVISGNRSALSGGSGKVVDSGPNDTIFTYYADHGATGVIGMPVGDEVMANDEFVDVLKKKHAAKSYKK
RLGTVINKPNGPDVYKGVPKDYTGNATTSENFYAVISGNRSALSGGSGKVVDSGPNDTIFIYYADHGATGVIGMPVGDEVMANDEVDVLKKKHAAKSYKK

MVIYMEACESGSMFEGILPNNIDVYATTAANTDEDSYGFYCPDLYPTPPPEYTTCLGDEYSTSWLEDSDKNDMVNETLQQQYETVRRRTLVSHINATSHV
MVIYMEACESGSMFEGILPNNIDVYATTAANTDEDSYGFYCPDLYPTPPPEYTTCLGDEYSTSWLEDSDKNDMVNETLQQQYETVRRRTLVSHINATSHV
MVIYMEACESGSMFEGILPNNIDVYATTAANTDEDSYGFYCPDLYPTPPPEYTTCLGDEYSISWLEDSDKNDMVNETLQQQYETVRRRTLVSHINATSHV
MVIYMEACESGSMFEGILPNNIDVYATTAANTDEDSYGFYCPDLYPTPPPEYTTCLGDEYSTSWLEDSDKNDMVNETLQQQYETVRRRTLVSHINATSHV
MVIYMEACESGSMFEGILPNNIDVYATTAANTDEDSYGFYCPDLYPTPPPEYTTCLGDEYSTSWLEDSDKNDMVNETLQQQYETVRRRTLVSHINATSHV
MVIYMEACESGSMFEGILPNNIDVYATTAANTDEDSYGFYCPDLYPTPPPEYTTCLGDEYSISWLEDSDKNDMVNETLQQQYETVRRRTLVSHINATSHV
MVIYMEACESGSMFEGILPNNIDVYATTAANTDEDSYGFYCPDLYPTPPPEYTTCLGDEYSISWLEDSDKNDMVNETLQQQYETVRRRTLVSHINATSHV
MVIYMEACESGSMFEGILPNNIDVYATTAANTDEDSYGFYCPDLYPTPPPEYTTCLGDEYSTSWLEDSDKNDMVNETLQQQYETVRRRTLVSHINATSHV

MQYGDKELNNDSLATYIGALAPSLSLNENAHSFEQSTTQTKL ISQRDTRLLHLRLELQKAQDGSEKLKAQKELADE TAHRKHVDNVVHLIGDLLFGEENS
MQYGDKELNNDSLATYIGALAPSLSLNENAHSFEQSTTQTKL ISQRDTRLLHLRLELQKAQDGSEKLKAQKELADE TAHRKHVDNVVHLIGDLLFGEENS
MQYGDKELNNDSLATYIGALAPSLSLNENAHSFEQSTTQTKL ISQRDTRLLHLRLELQKAQDGSEKLKAQKELADE TAHRKHVDNVVHLIGDLLFGEENS
MQYGDKELNNDSLATYIGALAPSLSLNENAHSFEQSTTQTKLISQRDTRLLHLRLELQKAQDGSEKLKAQKELADE TAHRKHVDNVVHLIGDLLFGEENS
MQYGDKELNNDSLATYIGALAPSLSLNENAHSFEQSTTQTKL ISQRDTRLLHLRLELQKAQDGSEKLKAQKELADE TAHRKHVDNVVHLIGDLLFGEENS
MQYGDKELNNDSLATYIGALAP. . SLNENAHSFEQSTTQTKL ISQRDARLLHLRLELQKAQDGSEKLKAQKELDDE TAHRKHIDNVVHLIGDLLFGEENS
MQYGDKELNNDSLATYIGALAP. . SLNENAHSFEQSTTQTKLTSQRDARLLHLRLELQKAQDGSEKLKAQKELDDE TAHRKHIDNVVHLIGDLLFGEENS
MQYGDKELNNDSLATYIGALAP. . SLNENAHSFEQSTTQTKL ISQRDARLLHLRLELQKAQDGSEKLKAQKELDDE TAHRKHIDNVVHLIGDLLFGEENS

SAMMFHVRPAGKPLVDDWDCFKTLVKTYESQCGTLSSYGRKYTRAFANMCNAGIYEEQLKTTTSQACPQKNHA
SAMMFHVRPAGKPLVDDWDCFKTLVKTYESQCGTLSSYGRKY TRAFANMCNAGIYEEQLKTTTSQACPQKNHA
SAMMFHVRPAGKPLVDDWDCFKTLVKTYESQCGTLSSYGRKYTRAFANMCNAGIYEEQLKTTTSQACPQKNHA
SAMMFHVRPAGKPLVDDWDCFKTLVKTYESQCGTLSSYGRKYTRAFANMCNAGIYEEQLKTTTSQACPQKNHA
SAMMFHVRPAGKPLVDDWDCFKTLVKTYESQCGTLSSYGRKYTRAFANMCNAGIYEEQLKTTTSQACPQKNHA
SAMMFHVRPAGKPLVDDWDCFKTLVKTYESQCGTLSSYGRKYTRAFANMCNAGIYEEQLKTTSSQACPQKNHA
SAMMFHVRPAGKPLVDDWDCFKTLVKTYESQCGTLSSYGRKYTRAFANMCNAGIYEEQLKTTSSQACPQKNHA
SAMMFHVRPAGKPLVDDWDCFKTLVKTYESQCGTLSSYGRKYTRAFANMCNAGIYEEQLKTTSSQACPQKNHA

Unknown M heterozygote

Unknown
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