HIV+ NCs vs HIV- NCs: Pathway analysis
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HIV- NCs across 3 age groups: Pathway analysis
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D-Arginine and D-ornithine metabolism 1/ 0.06057 2.80397207 1 1

Linoleic acid metabolism 5 1/ 0.07515 2.58822924 1 1 0
Glycerophospholipid metabolism 36 2/ 0.10522| 2.25170188 1 1 0.19895
Arginine and proline metabolism 38 2 0.11526 2.16056483 1 1. 0.02385
Ascorbate and aldarate metabolism 8 1/ 0.11761, 2.14038121 1 1 0
Valine, leucine and isoleucine biosynthesis 8 1 0.11761 2.14038121 1 1 0
alpha-Linolenic acid metabolism 13 1 0.18426| 1.69140748 1 1 0
Glycosylphosphatidylinositol (GPI)-anchor biosynthesis 14 1 0.197 1.62455155 1 1. 0.00399
Butanoate metabolism 15 1/ 0.20955' 1.56279291 1 1/ 0.03175
Histidine metabolism 16 1] 0.2219 1.50552845 1 1 0
Pantothenate and CoA biosynthesis 19 1 0.25788 1.35526092 1 1 0
Lysine degradation 25 1 0.32511 1.12359169 1 1. 0.15023
Galactose metabolism 27 1/ 0.34619 1.06076752 1 1 0
Phosphatidylinositol signaling system 28 1/ 0.35649 1.03144909 1 1. 0.03736
Alanine, aspartate and glutamate metabolism 28 1/ 0.35649 1.03144909 1 1. 0.08654
Inositol phosphate metabolism 30 1 0.37663| 0.97649201 1 1 0.12939
Arachidonic acid metabolism 36 1/ 0.4335 0.83586348 1 1 0
Valine, leucine and isoleucine degradation 40 1/ 0.46861 0.75798441 1 1 0
Fatty acid biosynthesis 47 1 0.52509 0.6441856 1 1 0
Aminoacyl-tRNA biosynthesis 48 1/ 0.53267 0.62985318 1 1 0
Steroid hormone biosynthesis 85 1/ 0.74437 0.29521706 1 1 0



HIV+ NCs across 3 age groups: Pathway analysis
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Glycerophospholipid metabolism 2 0.020999  3.86328 0.19895
Linoleic acid metabolism 5 1/ 0.031885  3.44562 1 1 0
alpha-Linolenic acid metabolism 13 1 0.081002 2.513281 1 1 0
Glycosylphosphatidylinositol (GPI)-anchor biosynthesis 14 1 0.086981 2.442066 1 1. 0.00399
Nicotinate and nicotinamide metabolism 15 1/ 0.092925 2.375963 1 1 0
Histidine metabolism 16 1| 0.098834 2.314314 1 1 0
Glutathione metabolism 28 1 0.16709 1.789223 1 1 0.00709
Arachidonic acid metabolism 36 1 0.20998 1.560743 1 1 0



HIV+ SCA vs HIV+ NCs: Pathway analysis
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HIV+ LF vs HIV+ NCs: Pathway analysis
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HIV+ NCI vs HIV+ NCs: Pathway analysis
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HIV+ renal impairment vs HIV+ NCs: Pathway analysis
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Glycerophospholipid metabolism 3 0.048598 1.3134 1 1 0.24757
Histidine metabolism 16 2/ 0.051323 1.2897 1 1/ 0.04918
Linoleic acid metabolism 5 1 0.111 0.9547 1 1 0
Phosphatidylinositol signaling system 28 2 0.13613 0.86604 1 1 0.03888
Alanine, aspartate and glutamate metabolism 28 2 0.13613 0.86604 1 1. 0.08654
Ascorbate and aldarate metabolism 8 1 0.17174 0.76513 1 1 0
Arginine and proline metabolism 38 2 0.21996 0.65766 1 1. 0.06099
Pyrimidine metabolism 39 2 0.22864 0.64085 1 1 0.14395
alpha-Linolenic acid metabolism 13 1 0.26413 0.57818 1 1 0
Arginine biosynthesis 14 1 0.28136 0.55073 1 1 0.22843
Aminoacyl-tRNA biosynthesis 48 2 0.30739 0.51231 1 1 0.16667
Glycerolipid metabolism 16 1 0.31467 0.50215 1 1. 0.01246
Pantothenate and CoA biosynthesis 19 1 0.36182 0.4415 1 1 0
beta-Alanine metabolism 21 1 0.39149 0.40728 1 1 0
Sphingolipid metabolism 21 1 0.39149 0.40728 1 1 0
Galactose metabolism 27 1 0.47268 0.32544 1 1 0
Inositol phosphate metabolism 30 1 0.50922 0.2931 1 1 0.12939
Glyoxylate and dicarboxylate metabolism 32 1 0.5322 0.27393 1 1 0.04233
Cysteine and methionine metabolism 33 1 0.54329 0.26497 1 1 0.02184
Glycine, serine and threonine metabolism 33 1 0.54329 0.26497 1 1 0.21707
Arachidonic acid metabolism 36 1 0.57506 0.24029 1 1 0
Tryptophan metabolism 41 1 0.6233 0.20531 1 1 0.03901



HIV+ NCI vs HIV+ NCs: Pathway analysis
Sensitivity analysis: NCI patients with moderate fibrosis (FIB4 1.45-<3.25) were excluded.

Pathway TotalHits Rawp -In(p) Holm adjust FDR Impact
Arachidonic acid metabolism 62 4| 0.0039017  5.5463 0.31213 0.23256 0.234
D-Glutamine and D-glutamate metabolism 11 2| 0.0058139  5.1475 0.4593 0.23256 0.19786
Alanine, aspartate and glutamate metabolism 24 2 0.026769 3.6205 1 0.66754 0.20703
Valine, leucine and isoleucine biosynthesis 27 2 0.033377 3.3999 1 0.66754 0.0885
Glycerophospholipid metabolism 39 2 0.065128 2.7314 1 1. 0.00985
Pyrimidine metabolism 60 2 0.13574 1.997 1 1 0
Aminoacyl-tRNA biosynthesis 75 2 0.19328 1.6436 1 1 0
Ether lipid metabolism 23 1 0.22194 1.5054 1 1 0
Sphingolipid metabolism 25 1 0.23882 1.432 1 1 0.1402
Pantothenate and CoA biosynthesis 27 1 0.25535 1.3651 1 1 0.07366
Nitrogen metabolism 39 1 0.34751 1.057 1 1 0
Valine, leucine and isoleucine degradation 40 1 0.35468 1.0366 1 1. 0.01657
Histidine metabolism 44 1 0.38258 0.96081 1 1. 0.01609
Nicotinate and nicotinamide metabolism 44 1 0.38258 0.96081 1 1. 0.01665
Glycine, serine and threonine metabolism 48 1 0.40933 0.89324 1 1. 0.09661
Arginine and proline metabolism 77 1 0.57251 0.55772 1 1 0
Tryptophan metabolism 79 1 0.582 0.54128 1 1 0.0478
Purine metabolism 92 1 0.63892 0.44797 1 1 0
Porphyrin and chlorophyll metabolism 104 1 0.68479 0.37864 1 1 0
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