Table S4. Verticillium dahliae homologs of autophagy genes

Autophagy
genes
atg1
atg2
atg3
afgd
atgs
atgh
atg7?
atg8
atg9
atg10
atg11
atg12
atg13
atgi4
atg15
atg16
atgl7?
atg18
atg?9
atg20
atg21
atg2?
atg23
atg2d
atg2s
atg26
atg27
atg28
atg29
atg30
atg31
atg3d2
atg33

tg3d

atg.a4

atg3s
atg3t
atg37
atg3s
atg3g
atgdl

atgd1
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Schizosaccharomycetes
Taphrinomycetes
Agaricomycetes
Dacrymycetes
Tremellomycetes
Wallemiomycetes
Microbotryom ycetes
Mixiomycetes
Pucciniomycetes
Exobasidiomycetes
IMalasseziomycetes
Ustilaginomycetes
Glomeromycota
hMucoromycaotina
Chytridiomycota
Microsporidia
Cryptomycota

presentin all species examined

presentin at least 75% of the species examined

present in fewer than 75% of the species examined
- absentfrom all species examined

H duplicated (duplication is indicated only in Verticillium species)

z

Reference gene
[species' - gene ID - (database?)]
S. cerevisiae YGL180W (SGD)

S. cerevisiae YNL242W (SGD)

5. cerevisiae YNROOTC (SGD)

5. cerevisiae YNL223W (SGD)

E. cerevisiae YPL149W (SGD)

S. cerevisiae YPL120W (SGD)

5. cerevisiae YHRI1T1W (SGD)

8. cerevisiae YBLOTEC (SGD)

S. cerevisiae YDL149W (SGD)

S. cerevisiae YLLO42C (SGD)

8. cerevisiae YPRO43C (SGD)

S. cerevisiae YBR217W (SGD)

S. cerevisiae YPR185W (SGD)

8. cerevisiae YBR128C (SGD)

5. cerevisiae YCROGEW (SGD)

E. cerevisiae YMR159C (SGD)

8. cerevisiae YLR423C (SGD)

5. cerevisiae YFRO21W (SGD)

8. cerevisiae YOLOB2W (SGD)

&. cerevisiae ¥YDL113C (SGD)

5. cerevisiae YPL100W (SGD)

5. cerevisiae YCLO3BC (SGD)

S. cerevisiae YLR431C (SGD)

& cerevisiae YJLOIEW (SGD)

Q. parapolymorpha HPODL_01515 (Ensembl)
8. cerevisiae YLR189C (SGD)

&. cerevisiae YJLITBC (SGD)

K. pastoris PAS_chr2-1_0596 (Ensembl)
5. cerevisiae YPL166W (SGD)

K. pastoris PAS chr3 1230 (Ensembl)
S. cerevisiae YDRO022C (SGD)

5. cerevisiae YIL146C (SGD)

5. cerevisiae YLR356W (SGD)

S. cerevisiae YOLOS3W (SGD)

K. pastoris PAS_chri-1_0041 (Ensembl)
8. cerevisiae YJL185C (SGD)

K. pastoris PAS chr4_0602 (Ensembl)
&. cerevisiae YLR211C (SGD)

8. cerevisiae ¥LR312C (SGD)

5. cerevisiae YOR152C (SGD)

8. cerevisiae YPL250C (SGD)

1 Saccharomyces cerevisiae
Ogataea parapolymorpha (Hansenula polymorpha )
Komagataells pastoris (Pichia pastoris )
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