SUPPLEMENTARY FIGURES

A B

Supplementary Figure 1. Heatmap of differentially expressed genes and immune-related genes. (A) Heatmap of differentially
expressed genes between bladder cancer (BLCA) and non-tumor tissues. (B) Heatmap of differentially expressed immune-related genes
between bladder cancer (BLCA) and non-tumor tissues. The purple to red spectrum indicates low to high gene expression.

Www.aging-us.com 1 AGING



positive regulation of cell migration -

teukocyte migration |

positive regulation of response 10 external stimulus |

regulation of chemotaxis |

cell chemotaxis |

leukocyte chemotaxis |

muscle cell proliferation -

positive regulation of chemotaxis -

regutation of smooth muscle cell profferation <

smooth muscle cell profiferation |

receptor ligand activity -

cytokine activity |

cytokine receptor binding |

growth factor activity |

G-protein coupled receptor binding |

hormone activity 1

glycosaminoglycan binding {

growth factor receptor binding | L

chemokine receptor binding| @

chemokine activity: @

L ]
L ]
.
.
.
010 012 014 018
GeneRatio
L ]
L
L ]
[ ]
[X] 02 03
GeneRatio

receptor complex | [ ]
‘extracellular matrix | .
cytoplasmic vesicle lumen | [ ]

P.adjust vesicle lumen < . Count
2500180028 °:
st : ”

s
Sanmnn. external side of plasma membrane { @ o=
120778015
1e0arotes padjust

Count endoplasmic reticulum lumen @

. b

@ ooce

: i secretory granule lumen | o :::

actin filament o
phagocytic vesicle membrane L]
semaphorin receplor complex: @
0025 0.050 0075
GeneRatio
[ ]
Cytokine-cytokine receptor interaction { .
Neuroactive ligand-receptor interaction{ .
p.adyust "
MAPK signaling pathway @ p.adjust

te12

2n Human cytomegalovirus infection [ ] e

312 206
ot Viral protein interaction with cytokine and cytokine receptor [ ] 3006
® x
[ Chemokine signaling pathway [ ]
[ B3 Count
o~ Kaposi sarcoma-associated herpesvirus infection [ ] [

o
IL-17 signaling pathway1 @ . “
TNF signaling pathway { ®
Natural killer cell mediated cytotoxicity { ®
0.10 0.15 0.20 0.25
GeneRatio

Supplementary Figure 2. Gene functional enrichment of differentially expressed genes. (A) The top ten most significant biological
processes in the gene ontology. (B) The top ten most significant cellular components in the gene ontology. (C) The top ten most significant
molecular functions in the gene ontology. (D) The top ten most significant KEGG pathways.
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Supplementary Figure 3. Heatmap of differentially expressed TFs. Heatmap of differentially expressed TFs, the purple to red
spectrum indicates low to high TF expression.
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