
Supplemental Fig S1.  Principal component analysis reveals a bias in the data according to the date 
of the sequencing run. 



Supplemental Fig S2. Agarose gel showing genotyping strategy used for determining the presence of 
Minos insertion in the CG6123 genomic region as well as its precise excision in the rescued line. 
Yellow and red denote the oligos used for PCR amplification flanking the Minos insertion whereas 
green and purple arrows denote the oligos used for checking the presence of the Minos insertion in 
the original CG6123MB02356 mutant.  



Supplemental Fig S3.  Top panel shows the presence of the Minos insertion in the CG6123 
genomic region. Black flanking arrows denote the oligos used for Sanger based sequencing. 
Lower panel shows the snapshot of nucleotide blast of w1118 control line. The transparent red box 
denotes the location of the Minos insertion in the original mutant of CG6123. 
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Supplemental Fig S4. Top panel shows the presence of the Minos insertion in the CG6123 
genomic region. Black flanking arrows denote the oligos used for Sanger based sequencing. 
Lower panel shows the snapshot of nucleotide blast of rescued CG6123 Minos insertion line. 
The transparent red box denotes the location of the original Minos insertion. 
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