Primer name Z;zd(l;;t) Location Region | SSR type Primer sequence (5°-3’) ;I;g]) OG/OC
Pleuro_SSR1 | 341 pSbA-trnK IGS LSC | (T)x 10-17 ;gi?&gﬁgggggﬁg:g gg; Zg:g
Pleuro_SSR2 | 422 psbK-psbl 1GS LSC | (A) x 10-15; (ATCTT) x 3-4 E:égiﬁﬁﬁggéggécgﬁziﬁn” gg:g gg:g
esesann 6
eSS
Pleuro_SSR5 | 365 rps2-rpoC21GS | LSC | (T) x 10-16 E%%gﬂg?ﬁggffggggg& ggg 288
Pleuro_SSR6 226 rpoC1 intron LSC (TCC) x3 E__Eccé-ggchqu(;ﬁ'gfcchCGT;chc 288 288
Pleuro_SSR7 | 296 trnC-petN 1GS LSC | (T)x 10-15 ;ﬁ%;ig%’;%g%;ig ggATg A 288 ggg
Pleuro_SSR8 | 457 petN-psbM I1GS LSC | (TTA)x 3 Egﬁigﬁﬁﬁgéglf\g?gg 283 ggg
Pleuro_SSR9 | 498 {rnE-trnT IGS LSC | (AGT) x 3-4/(GTA) x 3 ;:E%ﬁ%%’:\TGCTCTi’Z;AA%ngg&TT 2;:3 ‘5‘;:2
Pleuro_SSR10 | 110 trnT-psbD 1GS LSC | (A) x 10-15; (ATT) / (TTA) x 3 ;_-TACCTGTGngZTAI;TACcATGc%??;g?:A ggg 22:8
Aemancin 2 8
Pleuro_SSR12 | 498 psaA-ycf3 1GS LSC | (T)x 10-15 ;'_giﬁi’éééiiﬂ%%%%i%%% 285 2(5’8
Pleuro_SSR13 | 134 yef3 intron | LSC | (AAG)/(AAT) x 3 Eﬁ;@%ﬁgﬂg%g‘éﬂggge ggg 228
Pleuro_SSR14 | 349 trnT-trnL IGS LSC | (A)x 10-15 ;:?ggg?&%ﬁ;@%ﬁ?ﬁgfﬁA gg:g 2(5):8
Pleuro_SSR15 | 361 trT-trnL 1GS LSC | (AGG) x 3; (AT) x 5-6 ;'_ig@ggﬁﬁggi%fggggﬁmﬂ Zgg ;‘(1):8
Pleuro_SSR16 | 419 trnL-tmF 1GS LSC | (T)x 10-13 Eﬂggggﬁgggggﬁéggfgg gg:g 22:8
Pleuro_SSR17 | 476 ndhC-trnV 1GS LSC | (A)x 11-15 E'_TCGGTGGT_AFEETA%TTAC%giﬂ':ggéTGC Zg:g gg:g
Pleuro_SSR18 | 517 atpB-rbel 1GS LSC | (TA) x 4-8 E:g@%gifg&iﬁi@??ggfﬁc 28:8 gg:g




s [0 oo [ [ ST
Pleuro_SSR20 | 454 aceD-psal 1GS LSC | (A)x 10-19 E'_ECA;':':CA;TAACZETGCQGCTT#;%ECCAGTT 2;3 gg:g
Pleuro_SSR21 | 450 aceD-psal 1GS LSC | (AGA)x3 E:ﬁi%i%gg;ﬂgég;ﬁ?g& 23:2 28:8
Pleuro_SSR22 | 242 ycfé-cemA 1GS LSC | (TAA) % 3-5/(AAT) x 3 E'_i;TGG:fTCGGAT:ggTCGA&géégA 28:8 28;8
Pleuro_SSR23 | 500 petA-psbJ IGS LSC | (T)x 10-19 E'_iTATGT:fgfg fg?ggggf&g 23:2 2&8
Pleuro_SSR24 | 388 petL-trW 1GS Lsc | (cCT)x3 ;g%%ig’g’g;ﬁi%@%ggf& ggg ggg
Pleuro_SSR25 | 431 trnP-psaJ 1GS LSC | (AAG)x3 E:(A:GAETA%%GTETC%%?F_TF%%%T;;T 288 228
Pleuro_SSR26 | 327 psal-rpl33 IGS LSC | (A)x 11-18 ;(A:ECCTGCZCTT%ACATC;%?%%CALGTE% 282 ggg
Pleuro_SSR27 | 461 rpsl8-rpl20 IGS | LSC | (AAT) x 10; (CTA) x 3 ;'_ngggﬁfggfggégggii(; ggg ggg
Pleuro_SSR28 | 500 (pl20-rps121GS | LSC | (T) x 1011 ;%ggﬁ%ﬁggﬂggﬁ&%ﬁ gg; ggg
Pleuro_SSR29 | 476 clpP CDS; intron 1 | LSC (ATAA) x 3; (T) x 10-13 ;i%é&%m%ﬁ%gggg 288 ggg
Pleuro_SSR30 | 413 cIpP intron | Lsc | (m)x10-12 Eiﬁggigg@f@gggﬁgﬁgﬁ 282 228
Pleuro_SSR31 | 433 cIpP-psbB 1GS LSC | (TAT) x 3; (AT) x 6-23 / (TA) x 5-17 ;'_E‘Z%’_*rgﬁ?gggﬁ?ﬁgﬁg&mﬁe g;é 2(2)8
& o
Pleuro_SSR33 | 206 petD intron Lsc | (Mx11-19 ;:g%gigg%ﬁgiﬁg’;%ige 288 2(5)8
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Pleuro_SSR35 | 308 rpI36-infA IGS Lsc | (T)x10-19 ;ﬁlg@gg%%ﬁ%iﬁﬁﬁ?;ﬁg‘? 281 ggg
Pleuro_SSR36 | 294 rpI36-infA IGS LSC | (T)x 10-17 Hﬂ?@éﬁéﬁiﬁﬂi’éﬁé@é ggé 288
Pleuro_SSR37 | 422 rpl14-rpl16 IGS | LSC | (CTT) x 3-4 / (TCT) x 3 E'_Tr%gg;%%?g?gg?&%“ gg:g gg:g
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Pleuro_SSR38 | 347 rpl16 intron LsC (CTT) x3—4/(TCT) x 3 R - GGCAGTGTTATCAAGCATCAACA 508 | 435
o ssr [ |wecos e B
s [0 |pecos || R L
s [0 |pacos || e 81
s [0 | || e B 5
Pleuro_SSR43 | 500 psl24mVIGS | IR | (CTT)x3 it allsesaed sl U ol i
Pleuro_SSR44 | 375 rps12-trnV/ IGS IR (TCC) x 3 ;'_ETC%TTCT’ZE%%AAGA(%%gi?gg& 28:(1) 22:8
Pleuro_SSR45 | 432 rps12-trnV/ IGS IR (T) x 10-13 ;ﬁgigﬁf@:&ﬁfg éTACGAGAGGGGT gg:g 22:8
T LR TGS 28S
Pleuro_SSR47 | 398 ndhF CDS SSC | (CAA)x3 ;f gg:gg;ﬂgﬁggg@fﬁé%gc 28(1) 228
Pleuro_SSR48 | 290 rpI32-ccSA IGS | SSC | (TTA) x 3-6/ (ATT) x 3 Efi‘éﬁ?ff@ﬂ,fé‘fé@ffé‘é@f 28:2 228
Pleuro_SSR49 | 260 ndhE-ndhG IGS | SSC | (A) x 10-14 ;jggg%‘i‘iﬁg‘g%g%@% o ggg ig:g
Pleuro_SSR50 | 405 ycfL CDS SSC | (T)x 10-11 ;fl‘?éTCTT SQJ?@TACTC%’X}E&:EETGCA gg:‘?‘ ggg
eG4
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Pleuro_SSR53 | 464 ycfL CDS SSC | (T) x 12-14; (TCA) x 3 ;fg;g?;fgg@fg; <(::TCGCGAA ggg g;:i
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