Product

Sequence sV Region | Primer sequence (5°-37) Tm (°C) | %GC size (bp)
ndhF* — CCAATATCCCTTYYTTTTCCAA [79] 60.0 524 |
rpI32R* — CCAATATCCCTTYYTTTTCCAA [79] 60.0 50.0
ndhF-rpi32 4119 1'SSC I pieuro_ndhF-F — AGGAAAGCCCACATACGACG 60.1 550 | 0ee
Pleuro_rpl32-R — ACTTTTTGACTGTCCGGTGGA 59.8 476
Pleuro_petN-F — TCTCGCTTGGGCTGCTTTAA 60.0 50.0
petN-psbM 2978 | LSC | b1 o psbM-R - GCGCTTATTGCTACTACGCTG 50.8 504 |73
Pleuro_psbB-F — TGCTACGTTTGCTTTGCTCT 58.4 45.0
psbB-psbT 88.76 1 LSC | ploiro psbT-R - GGGGGCTCATTACTTCAATGGA 60.1 500 |80
Pleuro_psbl-F — AATGATCCGGGGCGTAATCC 60.0 55.0
_ GCU —
psbl-trnS A4L67 | LSC | b iro tmS(GCU)-R — ATGGGGAGAGATGGCTGAGT 60.0 550 | 206
DsbK — TTAGCCTTTGTTTGGCAAG [80] 54.1 21 |
psbK-psbl 2063 | LSC | psbl* — AGAGTTTGAGAGTAAGCAT [80] 50.7 36.8
Pleuro_psbl-R —- GGATTACGCCCCGGATCATT 60.0 550 | 699
Pleuro_rpl16-F —- AACGAGTCACACACTGAGCA 59.5 50.0
rpl16-rps3 29.68 | LSC | ploiro rps3-R - TGCACGTGTCGAATGGATCA 60.0 s00 |
o pI32-F — CAGTTCCAAAAAAACGTACTTC [79] 545 364 |
rpls2-tmb 3388 | SSC | 1l UAG - CTGCTTCCTAAGAGCAGCGT [79] 60.1 55.0
Pleuro_tmR(UCU)-F — AATGAAGGGCGTCCATTGTCT 60.0 476
UCU_ —
trR™="-atpA 8194 1 LSC | p1olro atpA-R - GCTGGAATCAGGCCTGCTAT 59.9 5.0 | /%
tmS* — AGATAGGGATTCGAACCCTCG [79] 58.8 524 |
tmG* — GTAGCGGGAATCGAACCCGCATC [79] 65.8 60.9
GCU_ ucc
trnS=mG 36.19 1 LSC I plelro_tmS(GCU)-F — ACGCTTTAGTCCACTCAGCC 60.0 550 | o
Pleuro trnG(UCC)-R - AGCCGAGGGTTCTAGTAAACC 59.2 52.4
Pleuro_trW(CCA)-F — ATTTGAACCTACGACATCGGGT 59.8 455
CCA_ UGG _
trnW=-trmP 8061 1 LSC | b1 o tmP(UGG-R - GCTTGGTAGCGCGTTTGTTT 60.3 500 | 3%




