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Fig. S2A. PROMER alignments of final Sulcia genomes from three Dictyopharidae species:
Callodictya krueperi (CALKRU), Dictyophara multireticulata (DICMUL), and Ranissus scytha
(RANSCY) against the Sulcia genome from Oliarus filicicola (OLIH; family Cixiidae).



[bpl
120000

oo
100000

80000 /

goooof - / rrrrrrrrr

40000 /‘

Vidania CALKRU

20000 s

0

120000

100000} - - --------- R EGECRETTTETRTES R R R e

80000 /
50000 : /

20000 /
e
20000 - -

Vidanig DICMUL

o]
120000

: : ! . ! o
100000 : :

: : ! i e
20000 . . . .
. . . . |

Vidania RANSCY

60000 . | ;
e . .

20000 |- e e e e et [

20000 Lo

o

0 20000 40000 0000 80000 100000 120000 [bp.

Reference genome - Vidania OLIH [136 080 bp]

Fig. S2B. PROMER alignments of final Vidania genomes from three Dictyopharidae species:
Callodictya krueperi (CALKRU), Dictyophara multireticulata (DICMUL), and Ranissus scytha
(RANSCY) against the Vidania genome from Oliarus filicicola (OLIH; Cixiidae).



