i

d

=

I

ﬁﬁﬁaﬁﬁ

i

A

i e
nomycetales; (Dryneba(lena(eae, g7(0rynebzcler\um

7Paenlbaclllaceae g_ Paenibacillus
_Paenibacillaceae; g__Paenibacillus;
acillaceae; g Paenibacillus;

in ;g_Sharpea;
ASV66-p_Firmicutes; c__Er ;g__Catenil

n ASV234-p__Firmicute g__Sharpea;
ASV980-p__Firmicutes; c__t g__Sharpea;
ASV132-p_/ ai . C . C 9
ASV17-p_Acti ia; c__C G __Collinsella;
ASVEB1-p_/ < C o__Cori g__Slackia;
ASV1566:-+ — o C [
ASV215-p_ C )
ASV362-p. C i i o
ASV521-p_Actinol C f_Coriobacteriaceae; =
ASV731-p_ Acti C

i C gg
c g

Rummelibacils
aac-uaceae,g Oceanobacillus;
f__Bacillace

Bacilaceac

lales; f_Bacillaceae; g_ Bacillus;

lalles; __Bacillaceae; g_Bacillus;

illales

lales; f__Bacillaceae

i
ASV1041-p_Firmicutes; c__t
ASV1032-p_Firmicutes

lales
illales; f_Bacillaceae

—Bacillales; f__Bacillaceae

lales; f_Bacillaceae; g_ Virgibacillus;
lales; f_Bacillaceae; g Virgibacillus;
lales; f__Planococcaceae
_Planococcaceae

__Firmicutes; c_Bacil
_Firmicutes; c__Bacilli
o

Planomicrobium;
llales, {Planococcaceas; gSporosarcina;
i lanococcaceae; g__Sporosarcina
f_Planococcaceae; g__Sporosarcina;
les; f_Staphylococcaceae; g__Staphylococcus
e Staphylococcaceae; g__Staphylococcus;
ales; __Planococcaceae

Bacillaceae; g_Bacillus;
_Planococcaceae; g_Solibacillus;

Bacillaceae; g__Bacillus;
ales; f_Bacillaceae; g_Bacillus;
i Bacillaceae; g_Bacillus;

| ] u f_Bacillaceae; g__Bacillus;
_Bacillaceae; g_Bacillus;
[ | ASVAZ&p_meA:ut .: g:

Asvs79p Firmicutes; c_|
-p_Firmicutes;

AV -p__Firmicutes; c__|
- Il . .I u I B Asv2-p_Firmicutes;c_ Bacillizo_|
ASV95-p_Fi — Bacilli;o__|

ASV2153-p_Firmicutes; c__Bacilli;o_|

I ASV194-p_Firmicutes; C_| ]
ASV219-p_Firmicutes; L
= H u | ASVZ499_FIrm|=ut _La
ASV1044-p_Firmicutes; c__| g_|
[N ] 5 Laclnha(\llus,
g L
g
Lanobacmaceae, g,Lactobaallus,
u
o_L :I
i c__Bacilliio_L
[ [ ] ASV5-y micutes; ¢ o _Lactobaclales; Lactobamllaceae,g Tty
ASV84&p7F|r ites; c_ Bacill 5;f__Lactobacillaceae; g__ Lactobacillus;
mE q ASV100-p_| tes; e i '9_Acidami
ASV1221 p,rmmnes, —Clostrdia; o0 .
ASV8-p__ Firmicutes; c__Clostridia; o__Cl |
RS2 R el e R |
I | !

icutes; ¢
e

ASviaz B Fir
ASV202-p_Fi 1
ASV55- piFlrmlcu(es e

Asvee3- Dwaml:u e
irmicutes; c__ Clos

s; f_Veillonellaceae;
C\osmd\ales'f Veillonellaceae;

] catas; - Clostridias b
/ASV835- piFIrmlcu( Clos(rldla o_Cl
ASV466-p__Firmicutes; c__Clostridia; o__Cl
Firmicutes; c_Clostridi
rmicutes; c_Clostri !
3 i g
i o_|
ASV292-p__Firmicuts Clo: smdla, o« r F\ 9|
ASV382-p_Firmicutes; c__Clostridia; o cl A q_|
ASV427-p. 's; ;. idic il
ASVQEé»piF\r ’s;
ASV263-p_| s
ASV182- piermmu(es,
ASV155-p__Firmicute Smdla o« )
ASVS78-p_Firmicutes; ¢ - Clostridia; o, Clostridials; ,[Mog\baczenaceaey, o
- Firmicutes; c__Clost o ibacteriaceael; g
u
o ,
idia; o__Clostridiale: Rumlno(o{(a(eae
Cutes; e —Clostidia, o —Clostnidioles, I Lathnosnaces o Blai
micutes; c_Clostridia; o__Clostridiales; f Lachnospvraceae 9_Blaui
7c__Clostridia; o Cl =
—Clostridiai oG i 9|
c _Lachnospiraceae; g_;
f__Lachnospiraceae
L _Clostridi
L -
L 9
L g
L i o Dorea,
i i Dorea;
ridia; L 9|
- Clostridia; o__( L 9|
- | -
__Fusobacteria; c__Fusobacteriia; o__f
c_Fi iia; 0.
<
__Proteobacteria;
Praleoha(lena
ASV214-p__Pre ;c__ D o_I fI )L
ASV270-p__Prof ia; c__Di i 7!‘ ibric |7" )| il
o_| £l Glrevel
| ol g.
u ;f_Enterobacteriaceae; g__Escherichia;
o__Enter f| __Proteus;
; o__Enterc f__Enter __Citrobacter;
_— g
e 19 Ce
z(leroldales, f 524
o Bacteroidales, T Porphyromonadaceae; g _Parabacteroides
- f g Parabacteroides
-p__| f
ASV2-p Bacteroidetes; ¢ Bacteroilia;o. Bacteroidales f__[Paraprevotellaceael; g_ ¢ 31
ASV45-p_Bacteroidetes; c_Bacteroidia; o__Bacteroidales; f_Bacteroidaceae; g__Bacteroides
‘ASV2810-p__Bac -__Bacteroidia; o__| ; f__Bacteroidaceae; g__Bacteroides
ASV3419-p__Bacteroidetes; c__Bacteroidia; o__Bacteroidales; f__Bacteroidaceae; g__Bacteroides
c o f ) Bacteroides
o f -
; 0__Bacteroidales; f__Bacteroidaceae; g_ Bacteroides
: o__Bacteroidales; f_Bacteroidaceae: g__Bacteroides
acteroidetes; c_i _Bacteroidales; f_Bacteroidaceae; g_Bacteroides;
ASV2571 piﬂactero\detes, <__Bacteroidi: o Bacteroidal f__Bacteroidaceae; g__Bacteroides;
ASV2344-, g_|
ASVag | p_Bacteroidetes;c_Bacteroidia;o_| Bactero\dales, [ revotella;
revotella;
ASV1SS piBA(lemldEles, c__Bacteroidia; o__Bacteroidales; f_ Prevotellaceae; giPrevD(el\z,
ASV153-p__Bacteroidetes; c__Bacteroidi __Bacteroidales; f__Prevotellaceae;
ASV12-p_ | f
ASV38-p_|
ASV43-p__Bacteroidetes; ( - Bacteroidia; o__Bacteroidales; f Prevotellaceae; g__| __Prevotella;
ASV41-p__Bacteroidetes; c__| cteroidales; f__Prevotellaceae; g__Prevotella;
ASVOp Bacteroidetes ¢ Bacteroidia; . Bacteroidales; _Prevotellaceae; g_Prevotella
ASV339-p__|
ASV25p_|
ASV283-y Dfﬂacleroldetes, c__|
ASV47-p_
ASV!II acteroidetes; c__E __| i g
ASV1134 pra:teronde(es P P e o e e e
ASV14-p_ | revotella
ASV3-p. Bacteroidetes; ¢ Bacteroidia; 0. Bacteroidales; . Prevotellaceae: 6. Prevotelia
ASV36-p__Bacteroidetes; c__Bacteroidia; o__Bacteroidales; f__Prevotellaceae; g__Prevotella
ASV324-p__Bacteroidetes; c__Bacteroidia; o__Bacteroidales; f__Prevotellaceae; g__Prevotella
DNLCTNCNIX CIWSPAFOSOULI-O>IOSSSCOIDECIODOUL LA FOS>OSWOO
22IHITS B QLIEETS 23235388238 ERI0820
R R e e S R R el om B E e R R R )
22 EE 227 2202 022 52 0B N T e DT OE <
z"=; 282_7=2<g < <<
"z ]
=z z

0% 0~1% 1~10% . >10%



