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Figure S2

Assessment of the status of MYB family proteins. A, Quantitative RT-PCR analysis for
expression levels of MYB, MYBL1, MYBL2 in HT29 and DLD-1 cells with or without EMT-
induction. *P < 0.001; ND, not detected. B, Western blot analysis for MYB and MYBL2 to
validate the effect of CRISPR-Cas9-mediated knockout. C, Locations of ChIP-PCR primers
in the HNRNPLL promoter. F1, forward primer; R1, reverse primer. D, Western blot
analysis for expression of FLAG-MYB transduced in HT29 and DLD-1 cells.



