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Figure S2. Distribution of open chromatin across the L. donovani genome. Coverage of ATAC peaks is
indicated for promastigotes (Pro, blue), axenic amastigotes (Ama, orange) and RAD-treated promastigotes
(Pro/RAD, green) at 5’- and 3’-telomeres, divergent (dSSRs) or convergent strand switch regions (cSSRs),
polycistronic transcription units (PTUs), coding sequences (CDSs), intergenic regions within PTUs and
total chromosomes. Data were pooled from 2 biological samples.



