
Figure S3. Genrich peak calling for all 36 chromosomes in L. donovani. Peak calling was performed for 
two biological repeats and is depicted for promastigotes (Pro, blue), axenic amastigotes (Ama, orange) and 
RAD-treated promastigotes (Pro/RAD, green). Coding sequences (CDS) in two different orientations are 
indicated with black dots (forward direction) and red dots (reverse direction). 
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