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Figure S1 The omics technologies used to give insights into the interactions between gut microbiota 
and CMPA. Colleting gut samples, and using omics technology can give insight into the interactions 
between omics data and other physiological characteristics of CMPA infants. Based on the data of 
functional characteristics and other microbial networks, the biomarkers for CMPA can be revealed, 
and personalized medicine can be designed to treat of CMPA.  
 


