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A A GCTCTTATTGT I CTAR CCA AT TCTARCA A A TTTCCGCT TTTGGRCCTCAATCTCGC T TTGGAATCATTCATGAT G TTTTAGGAATCAATGCTGTGGATGA
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Image 2. Alignment of the 103 bp target fragment of ceuE. Oligo and probe annealing sites are highlighted in yellow, with mismatches in blue font.



