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Figure S2. Forest plot of the efficacy of COVID-19 vaccine. Meta-analysis was performed using R
statistical software. Event rates and their corresponding 95% confidence intervals were estimated
using both a fixed-effects model and a random-effects model. (A) vaccine group stratified by
vaccine type (B) placebo group stratified by vaccine type (C) vaccine group stratified by age (D)
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Figure S3. Forest plot of the incidence of ADRs after dose 1 (subgroups by vaccine type). Meta-

analysis was performed using R statistical software. Event rates and their corresponding 95%

confidence intervals were estimated using both a fixed-effects model and a random-effects model.
(A) pain (B) swelling (C) fever (D) fatigue (E) chills (F) Muscle pain(myalgia) (G) Joint

pain(arthralgia) (H) headache.
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Figure S4. Forest plot of the incidence of ADRs after dose 1 (subgroups by age). Meta-analysis was

performed using R statistical software. Event rates and their corresponding 95% confidence

intervals were estimated using both a fixed-effects model and a random-effects model. (A) pain (B)
swelling (C) fever (D) fatigue (E) chills (F) Muscle pain(myalgia) (G) Joint pain(arthralgia) (H)

headache.
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Figure S5. Forest plot of the incidence of ADRs of RNA-based vaccines after dose 1 (subgroups by
age). Meta-analysis was performed using R statistical software. Event rates and their corresponding
95% confidence intervals were estimated using both a fixed-effects model and a random-effects
model. (A) pain (B) swelling (C) fever (D) fatigue (E) chills (F) Muscle pain(myalgia) (G) Joint
pain(arthralgia) (H) headache.
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Figure S6. Forest plot of the incidence of ADRs over grade 3 after dose 1 (subgroups by vaccine
type). Meta-analysis was performed using R statistical software. Event rates and their corresponding
95% confidence intervals were estimated using both a fixed-effects model and a random-effects
model. (A) pain (B) swelling (C) fever (D) fatigue (E) chills (F) Muscle pain(myalgia) (G) Joint
pain(arthralgia) (H) headache.
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Figure S7. Forest plot of the incidence of ADRs after dose 2 (subgroups by vaccine type). Meta-

analysis was performed using R statistical software. Event rates and their corresponding 95%

confidence intervals were estimated using both a fixed-effects model and a random-effects model.
(A) pain (B) swelling (C) fever (D) fatigue (E) chills (F) Muscle pain(myalgia) (G) Joint
pain(arthralgia) (H) headache.
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Figure S8. Forest plot of the incidence of ADRs after dose 2 (subgroups by age). Meta-analysis was

performed using R statistical software. Event rates and their corresponding 95% confidence

intervals were estimated using both a fixed-effects model and a random-effects model. (A) pain (B)



swelling (C) fever (D) fatigue (E) chills (F) Muscle pain(myalgia) (G) Joint pain(arthralgia) (H)
headache.
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Figure S9. Forest plot of the incidence of ADRs of RNA-based vaccines after dose 2 (subgroups by
age). Meta-analysis was performed using R statistical software. Event rates and their corresponding
95% confidence intervals were estimated using both a fixed-effects model and a random-effects
model. (A) pain (B) swelling (C) fever (D) fatigue (E) chills (F) Muscle pain(myalgia) (G) Joint
pain(arthralgia) (H) headache.
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Figure S10. Forest plot of the incidence of ADRs of viral vector (non-replicating) vaccines after
dose 2 (subgroups by age). Meta-analysis was performed using R statistical software. Event rates
and their corresponding 95% confidence intervals were estimated using both a fixed-effects model
and a random-effects model. (A) pain (B) swelling (C) fever (D) fatigue (E) chills (F) Muscle
pain(myalgia) (G) Joint pain(arthralgia) (H) headache.
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Figure S11. Forest plot of the incidence of ADRs over grade 3 after dose 2 (subgroups by vaccine
type). Meta-analysis was performed using R statistical software. Event rates and their corresponding
95% confidence intervals were estimated using both a fixed-effects model and a random-effects
model. (A) pain (B) swelling (C) fever (D) fatigue (E) chills (F) Muscle pain(myalgia) (G) Joint
pain(arthralgia) (H) headache.
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