


























Supplementary table 1
PrimersSequencesUsed for
pGR107(C)3HA-AEP1-F: CAGCACCAGCTAGCATCGATGGTGTTCTCCATC    cloning full length AEP1 in P. sojae
pGR107(C)3HA-AEP1-R: AATCTCTAGAGGATCCCCGGCCGTGGTGACCGA    
pGR107(C)3HA-Ps141898-F: CAGCACCAGCTAGCATCGATGGTGTTCCCCATC    cloning full length Ps141898 in P. sojae
pGR107(C)3HA-Ps141898-R: AATCTCTAGAGGATCCCCCAGAGTGGTGACCGA    
pGR107(C)3HA-Ps138908-F: CAGCACCAGCTAGCATCGATGGTGTGCTCCTTCcloning full length Ps138908 in P. sojae    
pGR107(C)3HA-Ps138908-R: AATCTCTAGAGGATCCCCCGAGTATCGGATGGC
pGR107(C)3HA-Ps139507-F: CAGCACCAGCTAGCATCGATGGCGCGCTCATCTcloning full length Ps139507 in P. sojae    
pGR107(C)3HA-Ps139507-R: AATCTCTAGAGGATCCCCGCTTCTTGAGCTAGAAT
pGR107(C)3HA-AEP1nosp-F: GATAGCCGGTACCCCCATGGAGCTCGAGACCGTCcloning AEP1 without signal peptide in P. sojae    
pGR107(C)3HA-Ps142215-F: CAGCACCAGCTAGCATCGATGTTGGCCTTCAAGcloning full length Ps142215 in P. sojae    
pGR107(C)3HA-Ps142215-R: AATCTCTAGAGGATCCCCGGCCTTGGCGACGCT
pGR107(C)3HA-PPTG08586-F: CAGCACCAGCTAGCATCGATGGTTAACGCTTTCATCTTCAAGcloning full length PPTG08586 in P. parasitica    
pGR107(C)3HA-PPTG08586-R: AATCTCTAGAGGATCCCCCAGCGTGGTGACCGAGATG
pGR107(C)3HA-PPTG11132-F: CAGCACCAGCTAGCATCGATGGTTACCTCGTTCGTGTCCAcloning full length PPTG11132 in P. parasitica    
pGR107(C)3HA-PPTG11132-R: AATCTCTAGAGGATCCCCGAGCGAGGTGACCGTGATACTC
pGR107(C)3HA-PPTG08590-F: CAGCACCAGCTAGCATCGATGCCGGCCTTCCAGTCTcloning full length PPTG08590 in P. parasitica    
pGR107(C)3HA-PPTG08590-R: AATCTCTAGAGGATCCCCAGCCTCCGCCACAGTGATC
pGR107(C)3HA-PPTG15370-F: CAGCACCAGCTAGCATCGATGGTATACTCCTTCCTGTTCAAGTCGcloning full length PPTG15370 in P. parasitica    
pGR107(C)3HA-PPTG15370-R: AATCTCTAGAGGATCCCCGTTAGTGATGCGGGCAAAGC
pGR107(C)3HA-PITG_14720 -F: CAGCACCAGCTAGCATCGATGGTTAACGCATTCATCTTCAAGcloning full length PITG_14720 in P. infestans    
pGR107(C)3HA-PITG_14720 -R: AATCTCTAGAGGATCCCCCAAAGTGGTGACCGAGATGGTC
pGR107(C)3HA-PITG_11528 -F: CAGCACCAGCTAGCATCGATGGTCAGCTCGTTCATGTCCAcloning full length PITG_11528 in P. infestans    
pGR107(C)3HA-PITG_11528 -R: AATCTCTAGAGGATCCCCCAGTTGTGTGGGCTTGACCG
pGR107(C)3HA-PITG_15093 -F: CAGCACCAGCTAGCATCGATGGTGTACTCCTTCTTGTTCAAGACcloning full length PITG_15093 in P. infestans    
pGR107(C)3HA-PITG_15093 -R: AATCTCTAGAGGATCCCCAGAGAAGCGCTGACCCGAA
pGR107(C)3HA-PITG_20953 -F: CAGCACCAGCTAGCATCGATGGTCAGCTCGTTCATGTCCAcloning full length PITG_20953 in P. infestans    
pGR107(C)3HA-PITG_20953 -R: AATCTCTAGAGGATCCCCCAGTCGTGTGGGCTTGACCG
pGR107(C)3HA-Pc_119558 -F: CAGCACCAGCTAGCATCGATGGTCAACGCTTTCATTTTCAcloning full length Pc_119558 in P. capsici    
pGR107(C)3HA-Pc_119558 -R: AATCTCTAGAGGATCCCCCAGCGTGGTGACCGAGATG
pGR107(C)3HA-Pc119659 -F: CAGCACCAGCTAGCATCGATGCCATCCTTCCAGTCTATCGcloning full length Pc119659  in P. capsici    
pGR107(C)3HA-Pc119659 -R: AATCTCTAGAGGATCCCCAGCTTCCGCTACAGCGATGG
pPIC9K-nospAEP1-6*his-F: GAAGCTTACGTAGAAGAGCTCGAGACCGTCcloning AEP1 without signal peptide     
pPIC9K-nospAEP1-6*his-R: GAATTAATTCGCGGCTCAGTGGTGGTGGTGGTGGTGGGCCGTGGTGACCGA
AEP1(E292D)-1R: GTCGACGGCGACCATGTTCTsite mutant of AEP1    
AEP1(E292D)-2R: CATGGTCGCCGTCGACCCCGGCCGCGTGA
pTOR(C)GFP-AEP1-F: CTCGAGGTCGACGGTATCATGGTGTTCTCCATCcloning full length AEP1     
pTOR(C)GFP-AEP1-R: GGTGAATTCGATATCATCGGCCGTGGTGACCGA
PsActin-F: ACTGCACCTTCCAGACCATC P. sojae biomass analysis    
PsActin-R: CCACCACCTTGATCTTCATG
NbEF1ɑ-RT-F: GTATGCCTGGGTGCTTGACAntje Heese et al., 2007    
NbEF1ɑ-RT-R: ACAGGGACAGTTCCAATACCA
qPCR-GmCYP2-F: CGGGACCAGTGTGCTTCTTCAsoybean biomass analysis    
qPCR-GmCYP2-R: CCCCTCCACTACAAAGGCTCG
RT-NbCyp71D20-F: GTTGACGCCATTGTTGAG Antje Heese et al., 2007    
RT-NbCyp71D20-R : ATCTTCGCCTCCTAATGC 
RT_Pti5_F: CCTCCAAGTTTGAGCTCGGATAGT inducing expression analysis in N. benthamiana    
RT_Pti5_R: CCAAGAAATTCTCCATGCACTCTGTC 
RT_Acre31_F: AATTCGGCCATCGTGATCTTGGTC inducing expression analysis in N. benthamiana    
RT_Acre31_R: GAGAAACTGGGATTGCCTGAAGGA 
RT_NbWRKY7_F: CACAAGGGTACAAACAACACAG inducing expression analysis in N. benthamiana    
RT_NbWRKY7_R: GGTTGCATTTGGTTCATGTAAG 
RT_NbWRKY8_F: AACAATGGTGCCAATAATGC inducing expression analysis in N. benthamiana    
RT_NbWRKY8_R: TGCATATCCTGAGAAACCATT 
RT-AEP1-F: CGATGCCGTCGTCTGGAAsilencing efficiency analysis    
RT-AEP1-R: GCCGTGGTGACCGAAATG
RT-Ps141898-F: ATTGAGTTCCACGCTCTGCTsilencing efficiency analysis    
RT-Ps141898-R: ACACGTTGTCCGTCTGGTTAG
RT-Ps138908-F: CCACCGATGAGACCAAGCsilencing efficiency analysis    
RT-Ps138908-R: TCGTTCACGGCGATGTAG
RT-Ps139507-F: CCACCGATGAGACCAAGCsilencing efficiency analysis    
RT-Ps139507-R: TCGTTCACGGCGATGTAG
pGR107(C)3HA-Ps145088-F: CAGCACCAGCTAGCATCGATGGTTACGATCTCCGG    cloning full length Ps145088 in P. sojae
pGR107(C)3HA-Ps145088-R: AATCTCTAGAGGATCCCCAGCCAGAGCAGGGAT   
pGR107(C)3HA-Ps136238-F: CAGCACCAGCTAGCATCGATGGTTGTTTCCGTC    cloning full length Ps136238 in P. sojae
pGR107(C)3HA-Ps136238-R: AATCTCTAGAGGATCCCCAGCCAGAGCGGGGAT    
pGR107(C)3HA-Ps128784-F: CAGCACCAGCTAGCATCGATGCAGATCATCGCC    cloning full length Ps128784 in P. sojae
pGR107(C)3HA-Ps128784-R: AATCTCTAGAGGATCCCCAGACAGGTATGTGGTGT    
pGR107(C)3HA-Ps128733-F: CAGCACCAGCTAGCATCGATGCAGATCTTCGCT    cloning full length Ps128733 in P. sojae
pGR107(C)3HA-Ps128733-R: AATCTCTAGAGGATCCCCCAGGTACGAGGTGTCG    
pGR107(C)3HA-Ps123922-F: CAGCACCAGCTAGCATCGATGAACGTCCGTCTC    cloning full length Ps123922 in P. sojae
pGR107(C)3HA-Ps123922-R: AATCTCTAGAGGATCCCCGTAGCTGTCCACCTTG    



pGR107(C)3HA-Ps131879-F: CAGCACCAGCTAGCATCGATGTTCCTCAAGACGG    cloning full length Ps131879 in P. sojae
pGR107(C)3HA-Ps131879-R: CAGCACCAGCTAGCATCGATGTTCCTCAAGACGG   
pGR107(C)3HA-Ps135222-F: CAGCACCAGCTAGCATCGATGCGAGCGCTGGCA    cloning full length Ps135222 in P. sojae
pGR107(C)3HA-Ps135222-R: CAGCACCAGCTAGCATCGATGCGAGCGCTGGCA  
pGR107(C)3HA-Ps139507-F: TCAGCACCAGCTAGCATATGGCGCGCTCATCTC    cloning full length Ps139507 in P. sojae
pGR107(C)3HA-Ps139507-R: TAGAGGATCCCCGGGAATGCTTCTTGAGCTAGAATTGCC   
pGR107(C)3HA-Ps139431-F: CAGCACCAGCTAGCATCGATGCTGAGCCCCAAG    cloning full length Ps139431 in P. sojae
pGR107(C)3HA-Ps139431-R: TAGAGGATCCCCGGGAATACAGGCCTTGCCTTC   
pGR107(C)3HA-Ps143393-F: CAGCACCAGCTAGCATCGATGAAGATCTTCGCCG    cloning full length Ps143393 in P. sojae
pGR107(C)3HA-Ps143393-R: TAGAGGATCCCCGGGAATCAGCAACGCCGTCAC   
pGR107(C)3HA-Ps140695-F: CAGCACCAGCTAGCATCGATGGTGAACGCCAAG    cloning full length Ps140695 in P. sojae
pGR107(C)3HA-Ps140695-R: AATCTCTAGAGGATCCCCCAGGTTGGGGAACGT    
pGR107(C)3HA-Ps136645-F: CAGCACCAGCTAGCATCGATGAACATCAAGGGACT    cloning full length Ps136645 in P. sojae
pGR107(C)3HA-Ps136645-R: AATCTCTAGAGGATCCCCCGCGCAGGACTCGCC    
pGR107(C)3HA-Ps144483-F: CAGCACCAGCTAGCATCGATGAAGTCTTCAGTGT    cloning full length Ps144483 in P. sojae
pGR107(C)3HA-Ps144483-R: TAGAGGATCCCCGGGAATGACCACAATGATCTTCGC   
pGR107(C)3HA-Ps131903-F: TCAGCACCAGCTAGCATATGCTCATGTCGTGG    cloning full length Ps131903 in P. sojae
pGR107(C)3HA-Ps131903-R: TAGAGGATCCCCGGGAATCTCGAACGATCCGTAC    
pGR107(C)3HA-Ps128411-F: CAGCACCAGCTAGCATCGATGCGTCTTCCTAGC    cloning full length Ps128411 in P. sojae
pGR107(C)3HA-Ps128411-R: AATCTCTAGAGGATCCCCATACTCCGCAACGTAAA   
pGR107(C)3HA-Ps145311-F: CAGCACCAGCTAGCATCGATGTGGGCTCTCAAG    cloning full length Ps145311 in P. sojae
pGR107(C)3HA-Ps145311-R: TAGAGGATCCCCGGGAATCAACAGACACTCGAAC    
pGR107(C)3HA-M1-R: TAGAGGATCCCCGGGAATCCGTACGGTCCACGGCGTT   constructin AEP1 deletion mutant 
pGR107(C)3HA-M2-R: TAGAGGATCCCCGGGAATCCCACAGGTAGTTGTGCAG     constructin AEP1 deletion mutant 
pGR107(C)3HA-M3-R: TAGAGGATCCCCGGGAATCCATGGTGAACTTGGCCAC    constructin AEP1 deletion mutant 
pGR107(C)3HA-M4-1R: TGTAGCTGGCCAGCGTGTGGAACGACTTGACGTG     constructin AEP1 deletion mutant 
pGR107(C)3HA-M4-1F: AAGTCGTTCCACACGCTGGCCAGCTACAAGAA    constructin AEP1 deletion mutant 



Supplemental Table S2
AEP1 sgRNAs

sgRNA1 GTCCATCTTTGGGTCCATAGCGG
sgRNA2 GTCAGCAGCATTCTTGTAGCTGG

sgRNA3 TCCATCTTTGGGTCCATAGCGGG
sgRNA4 CCCCGCTATGGACCCAAAGATGG

sgRNA5 CAAGTCGTTCCACCCCGCTATGG 
sgRNA6 GGAGAGCATTTCGGTCACCACGG


