
Supplemental File 8.  Boxplots of top 20 olfaction-associated genes 
expressed differentially in PR compared to other strains.  Boxplots represent 
interquartile range of expression from PR (n=3) versus the other three strains, whiskers 
represent first and fourth quartiles, and solid lines in boxes represent median 
expression values.  Circles represent expression values from individual samples.  
Differential expression was determined using chi-squared goodness of fit tests, and 
p<0.05 represent significantly different genes.
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