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The raw RNA and DNA sequencing data of this study have been deposited into the Gene Expression Omnibus (GEO) with accession number GSE160269 (https://
www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE160269) and Sequence Read Archive with accession number SRP327447 (https://trace.ncbi.nlm.nih.gov/Traces/
sra/?study=SRP327447), respectively. The raw sequencing data are also available from the Genome Sequence Archive of Beijing Institute of Genomics, Chinese
Academy of Sciences with accession number HRA000195 (https://bigd.big.ac.cn/search/?dbId=&q=HRA000195).

Gene expression matrix of ESCC and paired adjacent normal samples are also available from the GEO with accession number GSE160269 (https://
www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE160269). VCF files containing variants called from ESCC genomes have been deposited into the European
Variation Archive with accession ID PRJEB41091 (https://www.ebi.ac.uk/ena/browser/view/PRJEB41091). Source data are provided with this paper. We obtained
the hallmark gene sets from the MSigDB database (http://www.gsea-msigdb.org/gsea/msigdb/genesets.jsp?collection=H). The remaining data are available within
the article, supplementary information or available from the corresponding author upon reasonable request.

Sample size was determined by the availability of recruited patients. Maximum number of available samples were used.

This exclusion criteria were pre-established and generally used in 10x single cell assays. We removed genes that were detected in < 0.1% of all
cells and filtered out cells with less than 500 detected genes or > 20% mitochondrial RNA content.

For immunohistochemistry, samples from 226 ESCC patients of the Validation cohort 2 were stained and similar staining results must be
observed in over 3 visual fields. To ensure reproducibility of in vitro validation of tDCs' role in the ESCC TME (Figure 4i, j), two independent
experiments were performed in each with three replicates. All attempts at replication were successful.

Randomization is not applicable to the study design (single-cell and bulk RNA sequencing, whole-exome and whole-genome sequencing of
tumor and non-tumor samples from diagnosed patients).

Not applicable as there was no specific grouping.

Antibody used for flow cytometry:

1; CD45-FITC (BD Biosciences; 555482; Mouse anti Human; monoclonal; dilution: 1:100; https://www.bdbiosciences.com/cn/




