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Figure S1
PD-1 expression of different T cell subsets. Related to Figure 2.
Primary human T cells were sorted with magnetic beads into different CD4 and CD8 subsets
and the expression level of PD-1 was measured in resting cells using flow cytometry. n = 6-8.



Figure S2
Comprehensive analysis of genes associated with functional T cell subsets. Related to Figure 6.
(A) Expression levels of genes associated with functional subset (Th1, Th2, Th17, Th22, Tfh, Treg, T 
cytotoxic) of naive T cells, stimulated as indicated. (B) Expression levels of genes associated with functional 
subset of CM T cells, stimulated as indicated. (C) Expression levels of genes associated with functional 
subset of EM T cells, stimulated as indicated. Please refer to the main text for more details
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Figure S3
Correlation between STAT1 expression and CD4 counts in lung cancer patients. Related to Figure 7.
This data was generated using TIMER online recourse (http://timer.cistrome.org). To highlight how the 
two-variable fit, linear regression was applied. 


