log10(TPM+1)

(A)

‘ pifemale [ male

Gene expression for G3BP1 (ENSG00000145907.14)

2.0
of g 3 °q o o o g o
8o, © Cl ?s 5
8 % | o | o 9 o g
% | o @ o o
0 8¢ | . ) N ° 13 o 7
b g [=] o o
154 [ H o © o, | )
o
o4 8 . I o : 8 e
(] (o}
°f o gﬁ o ° 4 3 o o “
o
o] 8 ° o @ g e o :? ’ N g ’ N
1.0+ o o 8 o
@ L o ] !
8 R
o
& | 8/
@ ; % o o 2]
o | o o o
054 o Q o L] | .
(s}
o o ‘B
o
o
- I T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T
I N . | | | | N . . . I B e e . B | | I T . — 8 B 8 B |
& 8. 8. 8. 8 8 8. 8 8 8. 8§ i £ Y
q%oo"’ s %%%% % 52 % % ’% ‘z:o 5% b %; f::» % "%O&”i‘ % 09’170 3% X :’:bj%; 6:3‘/}* & fo' o, 6 4&”0%%%0")\ "'2:9 s *‘9 I’:? ?5”% 0,5 oS 70 ?"f Oy %%%
6‘ 9 1, 9, 3,
%ng% 0’? f"'?f % ’70 %y & 6@‘5@ @4@? fﬁ’:‘?%%g % &.{9’??@0‘5' % 4#’?? ) S @%'06} {9 frls s -';;? }&6? £ Co Mo, %, ,;Pe’} 4%’ @"f} + %?e
0"?-’) 75, /{ /3, ;(‘9 f‘q’,} ; * ‘;?'9 i~ ’;}’(fo) CO/?; " Q,é’bo Oc?-"? q}’b’{ %,}, g:;ﬁ'é Qg\f fi,q' %;Q" 9{'& 6“ éq: 08({90 ,O’OG’? C}.j. er _{? ofsy -;;3%
: @ &, L 0; Y S (o4
Sous %, Yo gy s 55/, Oy 55, e 8
0, e 95 Sy i O e Py, ..04 9 ( Hf =74
“, e 01 e < osfé ”9& o Sy, s, %, G’fé %,
A o Y Yo, %, 0,2
e % s et )
z} ol

)

oq



(B)

pfemale male

20- . 9l

=] o

g a
=15 $e &
% 8o 68
o 8 5 (3] |
= 8 o
= o0 o B
o ° be 5 ? e
£ D

L] o °
1.0+ @ :
DDO
o

0.5

Gene expression for G3BP2 (ENSG00000138757.14)
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Supplementary Figure 1. RNA-Seq expression data of (A) G3BP1, and (B) G3BP2 genes from GTEX web portal.
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Supplementary Figure 2. Human disease perturbation through downregulation of G3BP1 and G3BP2 from Enrichr web

server
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Supplementary Figure 3. Gene Ontology (GO) analysis of G3BP1 and G3BP2 genes. (A) Biological process, (B) Molecular
process, and (C) Jensen compartments
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Supplementary Figure 4. Possible mechanisms affecting gene expression of G3BP1 and G3BP2 genes. Identifications of the
enriched records of transcription factor-binding sites.



Enriched Terms

L, e M -
o T e it kg
PR S

G3BP2

G3BPlL

Input Genes

Supplementary Figure 5. Binding motifs were detected at the gene promoter of G3BP1 and G3BP2 using Enrichr tool
through scanning the TRANSFAC and JASPAR databases.
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Supplementary Figure 6. Possible mechanisms affecting gene expression of G3BP1/2 genes. Mostly different
transcription factors affect expression of the target genes. SRF and THRA/B gene product as potential repressor of the
G3BP1/2 gene expression.

Input Genes
Input Genes



GEO gene perturbations database focused on down-regulated genes
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Supplementary Figure 7. Possible mechanisms affecting gene expression of G3BP1/2 genes. Mostly different
transcription factors affect expression of the target genes. ATM and E2F-1 gene product as potential activator and
repressor, respectively of G3BP1/2 gene expression.
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Supplementary Figure 8. Possible mechanisms affecting activity of G3BP1/2 genes. The kinases found to be co-
expressed with the target genes.
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Kinase perturbations from the GEO database on upregulated

genes

Kinase perturbations from the GEO database focused on

downregulated genes
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Drug Perturbations fromGEO 2014

Enriched Terms
) ﬁ B .. H o R : e .-_ \, ;,___L}j\-.:_:.&
¥ _k < ﬁv—f—f‘:‘;}n s
. Fa & : \U“\tsf_-;- d i ¥
G3BP2
G3BPI1 |

Supplementary Figure 9. GSEA identify Imatinib and Decitabine as potential drug candidate against SARS-CoV-2
infection.
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Supplementary Figure 10. Effect of bipartite combinations of imatinib and decitabine on the gene-drug network of
SARS-CoV-2-human interactome. (A) Out of 809 SARS-CoV-2 human target proteins, the drug combination interacts
with 106 (i.e ~13%) proteins, making 184 interactions in total, and potentially interfering all 27 SARS-CoV-2 protein. (B)

Interaction network of the 106 human genes (pink) with 27 SARS-CoV-2 proteins (green).
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Supplementary Figure 11. miRNAs as potential modulators of G3BP1/2 expression.



Supplementary Figure 12. Protein-protein docking from HDOCK server. The docking of (A) SARS-CoV-2 N (PDB
ID:6M3M, green) to G3BP1 (PDB ID: 4FCJ, red) and (B) SARS-CoV-2 N (PDB ID:6M3M, green) to G3BP2 (PDB ID:
5DRYV, teal). The binding pockets are similar in both the docking.



(B)

y (nm)

y (nm)

]
X (nm) X (nm)
0 (nm*-3) 1.97 0 (nm*-3) 3.21
[N — |- 5l o

Supplementary Figure 13. Density distribution plot for (A) unbound G3BP1, (B) G3BP1- decitabine, and (C) G3BP1-
imatinib complexes.



