[R].QGSPHYTIYLGFGQDLSAGRPKEKTLILVK.[L]

10202-GFP-IRF7.raw #9358 RT: 27.3637 min

FTMS, 1224.2476@hcd29.00, z=+3, Mono m/z=1224.24756 Da, MH+=3670.72812 Da, Match Tol.=0.05 Da
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[R].QGSPHYTIYLGFGQDLSAGRPKEKTLILVK.[L]
10202-GFP-IRF7.raw #10581 RT: 29.6251 min
FTMS, 1197.5999@hcd29.00, z=+3, Mono m/z=1197.59985 Da, MH+=3590.78501 Da, Match Tol.=0.05 Da
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[R.RQGSPHYTIYLGFGQDLSAGRKEK.[T]

10202-GFP-IRF7.raw #11224 RT: 31.0008 min
FTMS, 1000.4960@hcd29.00, z=+3, Mono m/z=1000.49597 Da, MH+=2999.47336 Da, Match Tol.=0.05 Da
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[RL.MGKCKVYWEVGSPMGTTGPSTPPQLLER.[N]
10202-GFP-IRF7.raw #8454 RT: 25.8125 min
FTMS, 1084.8500@hcd29.00, z=+3, Mono m/z=1084.84998 Da, MH+=3252.53537 Da, Match Tol.=0.05 Da
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[K].CKVYWEVGSPMGTTGPSTPPQLLER.[N]

60

Intensity [counts] (1073)

40

20

120 o

100 o

80 o

v
175.11928

10202-GFP-IRF7.raw #7352 RT: 23.8958 min
FTMS, 969.1418@hcd29.00, z=+3, Mono m/z=968.81244 Da, MH+=2904.42276 Da, Match Tol.=0.05 Da
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S9 Fig. Possible neddylated peptides

spectrometry analysis.

of murine IRF7 as revealed by

mass



