S7 Table. General features of sequenced Nocardia species.

- . Isolation Genome  No.of  No.of No.of  No. of No. of
Nocardia strain D GSAID 7 eqr Source Size (Mb) _ CDSs _scaffolds °°C tRNAs rRNAs _tmRNAS
abscessus DSM 44557  CDC 71 2001 NA 8.08 7366 95 68.47 65 5 1
isolate CDC 167 2015 sputum 7.98 7209 69 68.37 70 6 1
africana DSM 44500 CDC 73 2000 sputum 7.73 7083 32 67.93 55 3 1
amikacinitolerans DSM 45538 CDC 100 2009 sputum 7.63 6718 35 68.6 68 4 2
DSM 44700 CDC 104 2003 human 8.19 7430 46 68.82 69 6 1
asiatica isolate CDC193 2015 sputum 8.92 8219 77 68.39 65 6 1
isolate CDC194 2016 brain 7.66 6980 66 68.71 58 6 1
asteroides DSM 43258 CDC 2 1990 soil 7.57 6898 24 68.46 65 7 1
beijingensis isolate CDC186 2015 sputum 7.20 6574 40 69.13 62 6 1
isolate CDC188 2015 sputum 7.44 6875 101 68.04 67 6 1
blacklockiae DSM 451357 CDC 112 2007 human muscle abscess 8.29 7361 33 69.95 68 5 1
isolate CDC190 2015 sputum 8.10 7267 34 69.82 69 4 1
DSM 43009 CDC126 1990 NA 9.58 8644 33 68.23 64 6 1
DSM 46032 CDC128 1978 NA 9.09 8198 29 68.27 72 5 1
brasiliensis DSM 46059  CDC129 1979 NA 9.30 8385 49 68.12 65 5 1
isolate CDC144 2015 sputum 9.39 8630 35 67.94 70 6 1
isolate CDC163 2015 pus from empysema 9.91 8913 41 67.88 74 5 1
isolate CDC196 2016 abscess 9.39 8584 19 68.1 72 6 1
DSM 44558 CDC122 2001 NA 7.88 7144 40 66.99 63 5 1
carnea DSM 44582 CDC123 2001 mineralic building material 7.97 7219 44 66.98 63 5 1
DSM 46055 CDC124 NA NA 7.60 6973 33 67.09 57 5 1
DSM 46071 CDC125 1996 NA 8.17 7451 27 67.05 65 4 1
DSM 40350 CDC 133 1975 septicemic actinomycosis of dog 6.10 5524 21 68.48 60 5 1
DSM 43004 CDC 134 1990 NA 6.54 6149 24 68.38 70 5 1
DSM 43005 CDC 135 1990 NA 6.54 6144 25 68.38 70 5 1
DSM 43208 CDC 136 1990 pus from empysema 6.65 5934 31 68.26 60 6 1
DSM 46058 CDC 137 1979 NA 6.36 5865 54 68.4 61 5 1
isolate CDC 140 2015 sputum 6.20 5569 12 68.38 61 5 1
cyriacigeorgica isolate CDC156 2015 sputum 6.68 6064 34 68.29 61 5 1
isolate CDC 182 2015 sputum 6.48 5826 11 68.38 63 5 1
isolate CDC 197 2016 lung 6.49 5863 12 68.35 62 2 1
isolate CDC 322 2016 pancreatic secretion 6.54 5857 28 68.26 60 5 1
isolate CDC 323 2016 special materials 6.42 5823 19 68.37 61 6 1
isolate CDC 327 2016 sputum 6.23 5616 19 68.46 59 4 2
isolate CDC 332 2016 alveolar lavage fluid 6.21 5647 26 68.46 60 5 1
DSM 46028 CDC 98 1975 bovine farcy 6.07 5640 37 70.93 57 3 1
isolate CDC 25 2006 sputum 6.04 5607 23 70.92 57 3 1
isolate CDC 27 2011 sewer rate 6.26 5849 81 70.62 61 6 1
isolate CDC 30 2011 sewer rate 6.30 5888 77 70.61 61 6 1
isolate CDC 31 2011 sewer rate 6.26 5837 74 70.62 61 5 1
isolate CDC 32 2011 mole 6.26 5848 79 70.62 61 6 1
isolate CDC 35 2011 sputum 6.30 5886 78 70.61 61 6 1
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*16S rRNA identification result

T type strains



