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positions are based on NCBI Build 37.

No sample size/power calculations were conducted as the main focus of the manuscript was not to detect novel associations, but rather on
comparing association statistics across the different methods. The sample sizes contained within the UK Biobank are large enough for this
purpose. Full descriptions of how we defined the samples included in the GWAS of own or offspring birth weight are included in the methods
section. We analyzed data from N=183,728 individuals with their own birth weight reported, N= 159,471 who reported their own offspring's
birth weight. For the fertility analysis, we included 237,768 women reporting how many children they mothered, 199,570 men reporting how
many children they had fathered, and 430,466 individuals reporting how many siblings they have.

For the analysis of birth weight, we excluded multiple births, individuals whose reported birth weight differed between the follow-ups,
individuals with birth weight <2.5 kg or >4.5 kg. Additionally, we excluded individuals who were not of European descent,. For the fertility
analysis, we excluded individuals whose response changed over the follow-ups and those who were not of European descent.

This study focuses on comparing different methods for partitioning genetic effects into parental and offspring components so "replication of
findings" does not make sense in this context. No other cohorts large enough to replicate results from the fertility GWAS were available.

This study involves a population based cohort and so randomization was not performed.

Data collected by the UK Biobank were observational and had no specific interventions. As such, no blinding was required.




