A MALAT1 B VEGFA121 VEGEALGE Figure S4
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Suppl. Fig. 4. A Malatl expression after 72h of silencing (n=3). B VEGF121 and VEGF165 expression was analyzed by
gRT-PCR after 72h of METTL3 and MALAT1 depletion in TET cells (n=3). C Representative Western blot of c-MYC after
24h of METTL3 depletion (siC+siMETTL3 sample), 72h of MALAT1 depletion (siC+siMALAT1 sample) and 24h of
METTL3 and 72h of MALAT1 depletion (SiIMETTL3+siMALAT1 sample). On the top is represented c-MYC and METTL3
qguantification, normalized on Membrane Activation (c-MYC n=4, METTL3 n=3), while on the bottom, c-MYC and

Malatl expression was analyzed by qRT-PCR (n=3).



