Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_9 16181 FTMS 156.17 700.3932 000505
y12 y10 y9 y8 y7 y6 y5 v4 y3 y2 yl
S Q V V Q \Y; V L D G L K
b2 b3 b4 b5 b6 b7 b8 b9 b10 b1l b12
y3
546.38
b4
" 562329 659.35
' b6
376.27 b5 286.48
758.42
o b10
985.55
y6 b8 1312.72
y5 873.9 1084.62 y9
W4 174.49 y7 y8 1199.75
b2 661.41 972.d3 10.00.69
431.23 ‘
A | |.J. I I ! . ! . .
400 800 1200 1600

m/z



Relative abundance

Raw file Scan number Mass analyzer Score m/z Proteins

7610TQ_18 1915 FTMS 72.325 614.7074 014894
y9 y8 y6 y4 y1
G C C G A G C C G N R
b2 b3 b5 b6 b7 b10
yl
175.12
b6
792.33 b10
1283.45
b5
735.31 b7
952.35
1-NH3 a2
158.0 2 8
‘ 481-19 647.25 TW 17 ‘
500 1000




Relative abundance

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_3 13207 FTMS 116.24 1267.657 060361

y9 y8 y7 y6 yo y4 y3 y2 yl

K P E E L V D Y K

b2 b4 b5 b6 b7 b8 b9

y2
539.34
90 1
b8
604 1416.81
b2
734.49
y8
1221.65
301 yi
376.28 a2
Y3 7065 y9
654.36 b5 1578.91
1089.63
0 l || il L . ] 1 | 1 | L |I Lo I ] l i X
500 1000



Relative abundance

Raw file  Scan number Mass analyzer Score m/z Proteins

7610TQ_6 14795 FTMS 123.29 743.3481 095183
yll y10 y9 y8 y7 y6 y5 | y4 | y3 | y2
S D Q L L D M S S T F N
b2 b3 b4 b5 b6 b7 b8 bl2
b2
432.23
b6
901.48
yl
376.27
b8¢3+)
56Q.28
b4
673.37 y7
1043.54
y2
49Q.32 b5 y8 9
1158.56 y
786.45 6 1271.64
738.43 103[.52
Illl I ‘ m_l | I Illulul 1 I |||| 1 |I|| I||| 1 T I | 1 | || 1 ‘ 1 l |I ']
600 1000 1400

m/z



Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_4 16257 FTMS 124.62 1233.684 P12236
y12 yl1l y10 y9 y8 y7 y6 y5 v4 y3 y2 yl
D F L A G G I A A A I S K
b2 b3 b4 b5 b6 b7 b8 b9 b10 b1l
b2 b3
492.26 603.35
y2
463.31
b4
yl 676.39
376.28 b6
79Q.42
y10
bs 1087.66
y4 b7 97454 y9
y3 647.42 vB 903.51 1016.6309 b10
576.39 789.5 1045.58 | 1116.62
y5
4 718.46
464.26 | 125
33.41 v8 y12
959 6 1347.82
. |y L hnlaal | | 1 || | ||| | I l | I .
300 600 900 1200 150(

m/z



Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ 6 FTMS 110.84 535.2729 P14209
y9 y8 y7 y6 yo y3 y2 yl
N A N A E P A V Q R
b2 b3 b4 b5 b7 b8
570.33 729.37
yl
175.12
b7
b3 b4 897.46
y§8—Nl|'5|3 529,20 \NHR 60Q.33
' 553.31 y9
y1-NiH3 b2 y8 955.49 b8
158. 415.25 844 996.53
Il " I J i || IJ ‘ | i|]| | || ] | I Jé‘ i
300 600 900

m/z



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score Proteins
7610TQ_15 8834 FTMS 104.11 441.7509 P49356
y6 yo y4 y3 y2 yl
N H L V P R
b2 b3
b2
49128
yl
175.12
y2
272.17
y2—NH3J y3 y4
255.14 371.24 484 42
b3-NH3
517313
628.34
a2
463.28
y1-NH3
158.09 ‘
| Lo by Ll ||‘ dh 1 i ! |
200 400 600 800

m/z



Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_6 13884 FTMS 155.09 729.3252 P49903
y1ll y10 y9 y8 y7 y6 y5 v4 y3 y2 yl
S F N P E S Y E L D K
b2 b3 b4 b5 b6 b7 b8 b9 b10 b1l
yl
376.27
b4
707.35
y8
b2 1209.62
446.24
b3
491.3 3 b6
6y.39 y4 033,45 98352 1540.69
‘ 731.43
llll . 1 || .I I 1 1 | o L. 1 1 l| L1 | ||I || 1 l .
400 800 1200 1600

m/z



Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_5 8578 FTMS 117.86 447.2249 P53985
y9 y8 y7 y6 | y5 | y2 | yl
L H D A N T D \ L G R
b2 b3 b4 b5 b6 b8
b4
71Q.37
b2
458.28
b3
595.34
vl 2 6 7
175.12 a y
430.29 18 674.38 7}% 42 y8
23p.14 51388 814 859.46
Ll N ART .-l‘ . ‘ ] I 1 ‘l I| : || :
250 500 750 1000 1250

m/z



Relative abundance

90 1

60 1

30 1

m/z

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_11 15614 FTMS 143.93 845.8907 P62714
y10 y9 y8 y7 y6 y5 y4 y3 | y2 | yl
L D Q W V E Q L N E C K
b2 b3 b4 b5 b6 b7 b8 b9 b10
b3
587.32
b4
715.38 b5
y4 901 .46 b6 ,
IS y2 7499 Hoopez 1129.58
37627 536.31 y5 y6
. 892.47 1020.53 b7 y10
y 1129.5 1562.78
47e:3 665.35
1 . 1 I 1 | 1 . | II 1 || . 1 l' I 1 1 .
400 800 1200 1600



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z
7610TQ_17 9705 FTMS 83.204 677.3578 P62841

y1ll y10 y9 y6 y5 y3 y2 yl
E A P P M E K P E V V K

b2 b3 b5 b6 b7 b8(2+) b9 b10

b2
43Q.25 y10
1611.95
y5
80Q.51
yl
q76.27 b7
1241.69
y6
1157.76
y2
a0 | 47534 b9 Y9 yll
402.25 b6 1467.7614.89 1682.98
884.44 b10
156[5.86
p || ||||||||| i ||‘I |||||||l‘ | | | | 1 ! 1
500 1000 1500

m/z



Relative abundance

Raw file  Scan number Mass analyzer Score m/z Proteins

7610TQ_3 9362 FTMS 126.19 902.4942 P63218
y8 y7 y6 yo y4 y3 y2 yl
S Q A A A D L K
b2 b3 b4 b5 b6 b7 b8
y2
489.36
b7
872.46
y8
yl 1032.58
376.27 b3
544.33 b4
b5
615.36 y4~~
41b227 6750894 yS y6
: y3 746.46 817.5
604.3 b6
57.44
1 I 1 . ||I l 1 'I I | Ll I 1 II
500 750 1000

m/z



Relative abundance

Raw file Scan number

Mass analyzer

m/z Proteins

m/z

7610TQ_16 FTMS 69.721 1135.566 Q5M9NO
y8 y6 y5 y4 V1
oxX
T N M E V A L D K
b2 b4 b5 b6 b9
yl
376.27
b2 b5
430.28 82041
a2 . b6 b9
402.29 y 1218.62
774‘.4 919.47
1 1 [ 1 1 1 1 I | |I . I 11 —L .
750 1000 1250



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_14 12607 FTMS 91.853 944.5411 Q5T5A4
y5 y4 y3 y2 yl
E | L L N Q K
b3 b4 b5 b6 b7
yl b4
378.21 672.41
b3
559.33 y3
618.38
v4
731.46
b5
785.5
y2
504.33 b6
899.54
yS
844.55
b7
y3-NHE  nA_Hod 1027.6
\ 60].35 51. al ]
|| 1 |I||||I|.||| | || | L1 Lh ..‘..ul I _ 1 j
500 750 1000

m/z




Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_14 13888 FTMS 83.377 399.7578 Q6ZVF9
y3 y2 yl
L L L N P K
b2 b3 b4 b5
y2
473.33
b2
444.3 b3
yi 557.38
376.27
b4
67Q.47
b2—-H20 b3-H2d
42629 [3‘37
. 1 B I I I '] I .I ll . | I i I III 2 1 I 1 . . .
300 400 500 600 700 800 900

m/z



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z
7610TQ_15 14592 FTMS 124.98 957.4499 Q8Iw41
y7 y6 y5 y4 y3 y2 yl
C D F G F A K
b2 b3 b4 b5 b6 b7
b3
618.31
yS
798.47
yl
376.27
y7
y2 ya 1073.53
651.4
447.31 b6
969.46
b5 b7
b2 b4 822.4 1040.5
503.28 °99%8 765.38
1 T M | n I 1 I I r r A 1
500 750 1000

m/z



Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_8 15827 FTMS 73.885 614.8035 Q8IWTO
| y9 y6 yo y2 yl
F S | A D E F | F | I P R
b2 b3 b4 b5 b6 b7 b8
y6
808.43
b4 b5 b6
y2-NH] 65Q.33 779.38 926.44
2558.14
y2 b7
yl 72,17 107351
175.12
9
y5 10B1.53
679.39
y1-NH3
|5 | |
HH | |I|IILJJ Ll 1 | | Bl |
500 1000

m/z



Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_3 13645 FTMS 104.2 1043.61 QS8IYEO
ys y3 y2 y1
Q L T | E L Q K
b4 b6 b7 b8
yl
376.27 y2
504.33
y3
617.42 yS
859.54
y3-NHB
60Q.39
y5-NHB
842.52
b6-NH
8388489%52 b7-NH3 b8
D-NHB b4 ' 08
187131 64[_4 A AeA, 1126.67
1L ' | | I I Ll | | |. I L | i . | | | I .
500 750 1000 1250

m/z



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_18 1619 FTMS 85.937 468.9848 Q8N726
y15 yl4 y13 | y10 | y9 | y8 | y7 | y5 y4 | y3 y2 yl
R P G H D D | G | Q R P S G G A A A A P R
b4 b5 b6 b7 b8 h15(2+ _bl7 [h18(2+
y13
y10 1195.63
y2-NH3 854.45
255.14
b6
907.45
yl
175.12
y15
b5 1425.68
792.43 y14
y4 1310.65
414.25
y5
y2 485.28 %%fl 4
272.17 '
t"_ch;B 670J36 yo
DQ.
. y321 757.39 5 b18(2+) b8 12107.9
: 1@+ y7 bg.f(aﬂ 964.48 1092.53
447.73 11- 4 [
L ‘“m 1N 1i ‘ il | | | ‘ |
500 1000 1500 2000

m/z



Relative abundance

Raw file Scan number

Mass analyzer  Score

m/z

Proteins

7610TQ_16 3725 FTMS 150.27 512.2281 P68363;P68366;Q71U36;Q13748;Q9BQE3;A6NHL2;Q9NY65
y8 y7 y6 yo y4 y3 y2 yl
E D A A N N Y A R
b2 b3 b4 b5 b6 b7
yl
175.12
90 1
y7
779.38
b2
] 474.24 b6
60 844.4
b5
b3 b4 730.35
545.27 616.31
301 1-NHB
158.09
y2-NHB y8 b7
. 89439 100[.46
0 I‘I] 1 | I||i_|4_|| .J 1 11 |||| 1 | | 1 l. Bl o I|| 1 ‘N i | |
300 600 900

m/z




Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_14 12810 FTMS 105.14 476.2395 Q8TDO0S
y7 y6 y5 y4
C D F G L
b2 b3 b4 b5 b6
y5
563.33
b3
yl 618.31
175.12
y1-NHB
158.09 y2-NH3
22913
b4
yo-NHB 765.38
54§.32 ]
J 1 I 1 I p 1 10 1 k .|| | I 1 1 1

y2

b5
822.4

yl

250

500

m/z

750



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_13 4231 FTMS 91.202 465.2262 Q8WUH6
y9 y8 y7 y6|y5|y4|y3|y2|y1
H P Q Q Q P G M L R
b2 b3 b4 b5 b6(2+)
bag2+)
482.25
y6
660.35
a2
454.26 b4
707.36
yl
b5
175.12 y5 o]
y7 83542 y
563.29 78[. 4 916.46
|||||III| |||III-I| II I-I Ld 1 : I M 1 | | b 1 I
300 600 900



Relative abundance

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ 1 14397 FTMS 115.78 615.3117 Q8WVY7
y7(2+) y6 y5 y4 y3 y2 yl
D D F L D L N H K
b2 b3 b4 b5 b6 b7 b8
b3
573.31
b6
] y2 948.49
% yl 513.33
376.27

b4

72Q.37
60

y3-Niy3

301 010627 38 y44NH3

72R.43

b2 y4 b5
458.28 740.46 833.46
0 | Hak [ I '.'I'II I| ||L|.. ..I|I Jd ok | |I|I |I | |I | .
500 750 1000 1250

m/z



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_11 14337 FTMS 117.79 699.3091 Q9BV20
y10 y9 y8 y7 y6 y5 v4 y3 y2 yl
V I C C T E D M L E K
b2 b3 b4 b5 b6 b7 b8 b10
yl
376.27
b7
1107.49
v4
749.44
b2
442.32
y2
505.32 y9
1414.62
y10
b33 1527.7
60235.4 b4 b8
762.38 yS y7 1238Y8 b10
a2 864.46 1094.56 254.6 1480.69
414.33 9
||||‘ II‘ L L Ll Lu 1 L ] L i i
400 800 1200 1600

m/z



Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_9 14482 FTMS 161.86 987.4887 Q9BY32
y16 y15 yl4 yl2 yll y10 y9 y8 y7 y6 y5 y4 | y3 | y2 | yl
I D L P E Y Q G E P D E I S I Q K
b2 b3 b4 b5 b6 b7 b8 b9 b1l b13
b2
458.28
b3
571.36
y8
5 1158.66
y
v4
37y127 504.33 70445 b5 b9
' 797.46 y6 1274.64
| 947.58
i Ill.l L1 "". | 0 ‘ Ll L
500 1000 1500 2000

m/z



Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_5 14949 FTMS 136.02 1154.576 Q9HBL7
y8 y7 y6 yo y4 y3 y2 yl
G M I T F E S I E K
b2 b3 b4 b5 b6 b7 b8 b9
yl
376.28
b2
418.23
y2
505.32 y4
b3 705.44 F
53132 ba b6 y
a2 908.47 b7 1082.59
90.24 (3736 99551
618. b9
b5 y6

771.43 981.5 1237.62
L .0l ""l. L |]I |. '.l'll' . l | il ' | 1
500 750 1000 1250

m/z



Relative abundance

90 1

60 1

30 1

m/z

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_6 16895 FTMS 113.38 714.8996 Q9NRPO
yll y9 y8 y7 y6 y5 y4 | y3 | y2 | yl
V P F L V L E C P N L K
b2 b3 b4 b5 b6 b7 b8
v4
700.45
yl y5
376.27 86Q.48 y7
1102.61
y11
ba y6 1598.9
686.44 b5 989.53
785.51
h3 y8
y2 1236 1201.68
489.36 b7
1027.63
I|| || | i ‘ ‘ 1 . 1 i | 1l |I ' I |l ] l 1 ] .
400 800 1200 1600



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_14 12804 FTMS 125.54 122456 095747;Q9UEWS
y9 y8 y7 y6 yo y4 y3 y2 yl
Q T S M D E L L K
b2 b3 b4 b5 b6 b7 b8 b9
yl
376.27
b6
952.4
v4
731.48
y2
489.36 b8
b2
518.26 60y34§3 b4 6b7 119953
' 06.3 W681.45
619.3 70§34 y5 1064.5 b9
84§.51 y 1307.62
97755
. I I 1 I 1 1 1 Il M 1 1 I | l L | l . 1 P | l II I | |
300 600 900 1200

m/z



Relative abundance

Raw file Scan number Mass analyzer Score m/z Proteins

7610TQ_13 16494 FTMS 158.04 1260.705 Q9UHY1
y10 y9 y8 y7 y6 y5 v4 y3 y2 yl
L T S L L E E T L N K
b2 b3 b4 b5 b6 b7 b8 b9 bl10
b4
yl 644.42
376.27 b3
531.33
y2
490.32 b5
757.5
6
b2 b6 96); 53
886.54 :
444.3 y4 b7
704.45 1015.58
y5
y7
83349 1075.62 y10
bs 1376.79
1116.63
y3
603.4 y9
v8 1275.72
1188.69
h3-H2[0
513.34
|| l || | L1 I 1 | L1l | I |

300 600 900 1200 1500
m/z



Relative abundance

90 1

60 1

30 1

m/z

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_16 8386 FTMS 131.4 692.3108 P37802;Q9UI15

y13 y12 y1ll y10 y9 y8 y7 y6 v4 y3 y2 yl

A S Q A G M T G Y G M P R

b2 b3 b4 b5 b6 b7 b8 b9 b10 bll b12

yi2—-NH3

255.14
y2
17217 b2 o
2858.23 O
330.23 573.32 b6 b7 y9 b11
yl b3 701.38 832.41 %342 1o 1219.57y12
175.12 5 y 1255.55
445.26 b5 1040.46 '
f}~NH 644.36 b9
58.0p ' 7 bg P9q48 b10
y6 y 933.47 1153 54 b12
‘ 681.32 78]:7 ' ' 1341.6
H| |I||||I||| IIII | L L1 | 1 1 i | | |1 1 | i
500 1000 150C



Relative abundance

Raw file  Scan number Mass analyzer Score Proteins
7610TQ_4 2286 FTMS 110.63 415.7276 Q9UI32
y6 y3 y2 yl
R E G A E I R
b4 b5 b6(2+)
yl
5 y2
17312 288.2
b5
772.41
b4
643.37
y3
417.24
y3-H20
399.23 b6(2 _) y6
y2—-NHj 443.0 674.34
271.18 ‘
I 11 i | il i ‘ ‘ 1 2 || 1 I II
500

250
m/z

750



Relative abundance

90 1

60 1

30 1

Raw file Scan number

Mass analyzer

Score m/z Proteins

7610TQ_2 2600 FTMS 60.305 407.1828 Q9UKK3
y8 | y7 | y6 y5 | y4 | y3 | yl
S H P G E T D G R
b2 b3 b6(2+)
y7
v3 b2 735.32
333.19 480.27
y8
832.38
b3
617.32
y5
549.26
y6
b2-H2( 678.3
462.25
a2
4522
| 1 I‘] L 'E | i ll 1 b | ﬂ |J ! 1 1 I I 1 .
250 500 750

m/z



Relative abundance

90 1

60 1

30 1

Raw file

Scan number

Mass analyzer

Score m/z

Proteins

m/z

7610TQ 4 2168 FTMS 126.71 533.244 Q9UPNY7
y10 y9 y8 y7 v4 y3 y2 yl
S A P S S S | D S A T R
b2 b4 b5 b6 b7 b8 b9 bl10
v4
434.23
yl
175.12
b2 b7 Y9
388.24 861.41 907.41
a2
y2-NH3 36Q.24
259.14 y10
978.44
n III.I.III || II |I] 1. 1 1 r -|| | 1 II ||| 1 II | ‘ || | r
250 500 750 1000 1250



Relative abundance

90 1

60 1

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins

7610TQ_3 13632 FTMS 88.495 9455251 Q9Y2H2
y6 y5 y4 y3 y2 yl
L S L E N L E K

b2 b3 b4 b5 b6 b7
yl
376.28
b2
43Q.29
b4
b5
67341 786.45 y5
t23 y4 861.49
543.37 732.44
y2 y6
a2 505.32 974.56 b7

402.29 1028.57

3 b6

6104 ‘ | 899.54

|l] ll' Al I|l|||| II ||I‘I| ul —1 11 ' || |I
500 750 1000

m/z



Relative abundance

Raw file Scan number Mass analyzer Score m/z Proteins

7610TQ 18 2447 FTMS 141.2 592.8102 Q9Y5J6
y8 y7 y6 yo y4 y2 yl
Q Q Q Q Q Q Q L R
b2 b3 b4 b5 b6 b7
yl
175.12
b5
87Q.46
b2 b4 8
486.28 b3 742.4 yh
614 35 1056.55
b6
y1-NH3 998.52 b7
158.04 y7 1126.57
928.5
y3—-Np3
71268.2 v
‘ 801.44
bl bl 1 | I||I | [ | il | L b L1
250 500 750 1000 1250

m/z



Relative abundance

90 1

60

30 1

Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_5 13609 FTMS 91.069 389.1857 Q9Y5X1
y6 y5 y4 y3 y2 yl
F D W L Y E R
b2 b3 b4
b3
629.32
yl
175.12 y3
467.22
v4
58Q.31
y5
y2 766.39
304.16
|.|I I‘li || l J I I.| 1 L 1 | . || I I .
250 500 750 1000



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_11 12154 FTMS 93.649 1049.457 P09651;Q32P51
y7 y6 y5 y4 y3 y2 yl
Y F E Q Y G K
b2 b3 b4 b5 b6
yl
376.27
y3 b5
b4
v 596.36 28437 912.42
433.3 y6
b2 1000.52
508.26
y7
b3 1163.61
655.33
a2 y4
480.26 724 .41
y5
853.45
b6
‘ 107[.49
500 750 1000 1250

m/z



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score Proteins
7610TQ_13 16811 FTMS 81.92 1332.72 Q86UY6
y9 y7 y6 yo y4 y2 yl
G D P L E A F P V F K
b2 b3 b4 b5 b6 b7 b8 __bio |
b3
515.3
v4
719.46
y9
1276.74
2
yl 5$3.34
: b8
376.27
b6/5 b7
STTQ 921_51 1072.58
. l s | 11 . I 1 al I I i 1 .
300 600 900 1200

m/z



Relative abundance

Raw file Scan number Mass analyzer Score m/z Proteins

7610TQ_14 5542 FTMS 120.06 1006.462 Q96AT9
y8 y7 y6 y5 y4 y3 y2 yl
Vv C S E A A Q K
b2 b3 b4 b5 b6 b7 b8
yl
376.28
b5
b2 819.38 y7
443.28 1022.51
v4
646.41
415,29 57338 89Q.42
y2
504.33 b7
b3 961.46
603.31 b8
y6 1089.51
y5 862.48 y8
775.45 1121 58
b4
y2-NHB 690.35
487.31
I | | | || | l | l

500 750 1000 1250
m/z



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_10 14978 FTMS 114.7 759.888 Q96B97
y10 y9 y8 y6 y5 y4 | y2 | yl
S I E V E N D F L P V E K
b2 b3 b4 b5 b6 b7 b8 b9
v4
701.44
b3
559.33
yl
37§.27
b7
1016.51
b9
) y2 b4 1276.65
2 505.32 658.39
22430.28 e v6 b8
402.29 445 961.58 1163.58
814’.52
. 1 | I | l 1 II |- 11 1 1 ll 1 .
300 600 1200 1500
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7610TQ_14 7203 FTMS 71.614 885.5152 Q02487
y7 y6 y5 y3 y2 yl
G G G G V Q L G K
b3 b4 b5 b7 b8 b9
y7
887.55
yl
376.27 y2
4333
b3
457.29
b8
91155
b4 b7
1432 798.46
b5 y5
3 b9
54)i.3857 o | gt 961.57 ‘
300 500 700 900 1100
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Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_8 4655 FTMS 153.81 737.3356 P09488;P46439;Q03013
yll y9 y8 y7 yS Yz y3 y2 yl
K H N L C G E T E E E K
b2 b3 b4 b5 b6 b7 b8 b9 b10 bll
b3
838.53
y3 b7
634.36 ba 1297.7
951.61
yl
y5
376.27 y2 b2 o 45 b5
505.32 72448 y7 111164 b9
1050.51
a0 va e v 1527.79 b10
696.4d 7634 6y b8 1656.83
1163.6810.54 b8+ 5 y11 b11
138[?. 4 1574.72 178[.88
|I| |I .||I ||| |..I| ||I Ll 1 |I| 1 1 | ‘ | |.| I|| | | I.i
500 1000 1500
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Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_10 7717 FTMS 88.075 1375.645 Q05086
y12 y10 y9 y7 y5 | y4 y2 yl
G | D S S Q G D N N | L Q K
b2 b3 b4 b5 b6 b8 b10 b1l
b3
515.3
yl
376.27
y5
845.5
b8
y2 989.47
504.33
y10
y7 1319.67
12
b2 1017.54 b10 14); -
401_27 1217.54 :
'."| ||| ||| | |.|" ||I||| 1 . | | .
400 800 1200 1600

m/z



Relative abundance

90 1

60 1

30 1

Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_15 2149 FTMS 113.71 977.4622 Q12933
y7 y6 y5 y4 y3 y2 yl
H H E V C P K
b2 b3 b4 b5 b6
y2
473.33
b2
438.26
y3
633.35 b4
704.37
b3 y4 803.43 861.47 998.52 y7
a2 575.33 732.43 1135.58
410.27
yl b6
l L I | 1 |
500 750 1000 1250
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Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ_15 15431 FTMS 174.59 808.4216 P07437;Q13885;Q9BVA1;Q13509
yl4 y13 y12 yll y10 y9 y8 y7 y6 | y5 | y4 y3 | y2 | yl
A I L V D L E P G T M D S V R
b2 b3 b4 b5 b6 b7 b8 b9 bl2
y8
b2 b5 862.41
414.29 741.47
y3 b3
361.22 527.37
y10
b7 1104.53
983.59
yl
175.12
b4
626.44 yl1l y12
a2 121956  1318.62 yl3
386.3 bé 1431.71
85455
14
y8-NIH3 /9 184470
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d .II. I.. |.l LDy Jis! |J||| [ - il |11 . .
400 800 1200 1600
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7610TQ 12 1340 FTMS 91.783 533.746 Q15118
yo y4 y3 y2 y1
A T M E H H A N R
b2 b3 b4 b5 b6(2+)
b4
662.34
y3
360.2
yl y4
175.12 497.26
b2 y5
402.25 634.33
b3
533.29
b5
799.39
y1-NH
158.09 y2
o8 '11 y4—-NH]
481.23 ‘ ‘
Llu |i | ' | I i ] || Ih‘lll L1 I|| 1 |I | |
250 500 750
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Raw file  Scan number Mass analyzer Score m/z Proteins
7610TQ_5 3868 FTMS 64.104 812.9055 Q92504
y13 y9 y4 y3 y2 yl
D G \ P V R P Q N \ A E E E K R
b2 b4 b5 b8(2+ b10(2+) | bl11(2+) b12
y13
1738.93
y2
yi 532.37
y13-NH3
175.12 1332/9_69 ‘ 172[. D1
‘I ..l I | | ] . | . il I. . I||l|..||.l | | .I L | 1 . . | | ||
500 1000 1500
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Raw file Scan number Mass analyzer Score m/z Proteins
7610TQ 11 8697 FTMS 122.7 1165.548 Q93045
y8 y7 y6 yo y4 y3 y2 yl
L E E N N N F S K
b2 b3 b4 b5 b6 b7 b8
yl
376.27
b2 b3
y2
41429 I 543.33
b4
v3 672.37
61Q.37 b7 y8
y6 1014.5 y7 121D.58
92 y4 b5 y5 952.5 1081.54
86.3 72442 78642 , 838.46 7 NHB b8
b6 y1064.5 116457
90Q.46
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